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HEPINHYH

O kapxivog Tov TpoyNAOL TG UNTPOS amoTeELEL TV TAEOV BavatneOpo HopeN|
KopKivov otig yuvaikeg. Baown artia yio v mpdkAnor| tov eivon 1 péAvven Kot n
Topapovy otov opyavicpud tov b Human papillomavirus (HPV), evog oe&ovolikdg
HeTaddoHeEVOD 100 oV avikel otnv owoyévewr Papillomaviridae. Ot puéypt topa
avayVOPIGUEVOL TOTTOL TOV 100 TOEIVOUOVVTAL GE YEVT KOl GTY) GUVEXELDL o€ €10M ME
Baon 10 Tocooto opotdtntog gite Tov DNA gite Tov dopkod yovidiov L1 tov 100. Xe
oxéon pe v mpOKANoM Kapkivov TG UNTPOS, Ol TOTOL Ywpilovtol 6 VYNANG Kot
xopmAng emkvovvotntog, pe tovg HPV16 koaw HPV18 va evbdvovran yio to 70% tov
dwyvooewyv. Xtn Paon dedouévov mov mapatibetal, divovior ol «TavTOTNTEG) TV
HEYPL CIUEPQ OVOYVOPIGUEVOV TOTTOV TOV 100 Kot 01 PacIKOTEPEG UETAUAAAEELS TOVG,
eva yuo tovg Tomovg HPV16 kar HPV18 divovtatl 6Aeg ot petaAAaEelg Tov vadpyovV

KOTOYOPNUEVES GTO O1adTKTLO gite TUNUATIKA £ite G TANpec DNA.

A&Eg1g KAEWOWA: KapKivog TpaynAov TG unTpags, fromAnpopopikn, faon Proloyikadv
dedopévaov, Human papillomavirus, HPV, HPV16, HPV18.



ABSTRACT

Cancer of the cervix is the most lethal form of cancer in women. The basic
cause is the infection and persistence in the body of the virus named Human
papillomavirus (HPV), a sexually transmitted virus in the family of Papillomaviridae.
The hitherto recognized types of the virus are classified into genera and then to
species based on the percentage of similarity of either the whole genome or the
structural L1 virus gene. In relation with the causation of cervical cancer, the virus
types are divided into high risk and low risk categories, with HPVV16 and HPV18 to
account for 70% of diagnoses. The database given includes the "identity" of the
hitherto recognized types of the virus and their basic strains. For the types HPV16 and
HPV18, all mutations and strains that are listed on the web, either as whole or partial

DNA registrations, are given.

Key words: cervical cancer, bioinformatics, biological database, Human
papillomavirus, HPV, HPV16, HPV18.
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EIXAT'QI'H

O kapxivog Tov TpoyNAOL TG UNTPOS amoTeELEL TV TAEOV BavatneOpo HopeN|
KapKivov yuo T yovaikeg, amapidpovrog mepimov 500.000 véeg diayvooelg kdbe
xpOvo, am’ T omoieg mepimov ot peég odnyodv oto Bdvato. H PBacucodtepn ortia
OTNG TG LOPONS Kapkivoy elvar 1 LOALVGN e Evav 1) TEPIGGOTEPOVG TOTTOVG VYNANG
emkvovvotntag tov Human Papillomavirus (HPV), evog cuvnBiouévou ceEovalkd
HeTad1001EVOL 100. EQOGOV 0 106 gV aVTILETOMIOTEL, TOLTOYXPOVA e TN LOAVVET, o’
TO OlVOGOTIOINTIKO GVOTNA Eivat duvatd va Tpokaiécetl kapkivo [1, 2, 3].

YKOMOG NG OGLYKEKPUEVNS epyaciog elval 1 ovykévipmorn o€ o Pdaon
OedOUEVOV TOV €MG TOPO ETICNUO OVAYVOPICUEVOV TOHTOV-UETAALAEE®Y TOV 100,
OmmG avtoi Ppickovrol KoTaywpnUEVOL 6TO O1adTKTVO, LE E101KT] BapdTnTa vo diveTot
0TOVG TOTOVG OV oyeTilovTal Gpecso Kol o€ HEYOADTEPO TOGOCTO LE TV ERPAVION
Kapkivov, tov HPV16 ko HPV18.

IIpog 10 cKOTd CWVTO, 6TO KEPAAMO 1 emyelpeitan i GHVTOUN TEPTYPOAPT) TOV
100, 6€ 0,TL aPopd 11 dOUN TOV, TNV TASIWVOUNCT] TOV TOTOV TOL Kol TN GYECT TOL UE
TOV KOPKIVo TNG UMTPOS, VD 6T0 KepdAalo 2 mopatiBeton 1 fdon dedopévmv, 6Tov
VILAPYOVV Ol KTAVTOTNTEGH OA®V TOV UEYPL CNUEPQ AVAYVOPIGUEVOV THTWV TOL 10V.
Ta dedouéva cvAAéyOnkov amnd T ddiktvakn Pdon tov National Center for

Biotechnology Information (http://www.ncbi.nlm.nih.gov) [4].



KE®AAAIO 1: HUMAN PAPILLOMA VIRUS (HPV)

1.1

1.2

Ewsayoyn

O1 101 g katnyopiag tov papillomaviruses sivar pikpoti, xopig
nepiPAnua, pe omAd DNA, mov mpocsBdAiiovv ta embnAtokd kdtTopa
TOV OEPUOTOC Kot TV PAEVVOYOVOV GE £va peyaAo aplBpd orovovAoTdV
Coviavov opyoviopmv pe eEeldikevon avd €100¢ 100 Kol TPOKAUAOVY
TOALOTAQGLAGHUO TOV KVTTAPp®V. ZTov dvBpwno, tepiocdtepot amd 100
TOmol  €YouVV  avoyvoplotel, ol ool mepimov am’ TOLg  OmMOioVg
TPOGPAAALOLY TO OVOTTAPAY®OYIKO COGTNUO, TPOKUAMVTIOS OLUPOPES
HOpQES Kapkivov, HeTa&d TV omoimy Kol 0 KapKivog TOV TPaYAOL NG
utTpoc. Avaioyo pe T ovyxvotnta mov cuvovtdtolr o Kabe TOmog o€
avanTuEn Koapkivov, evidocetor otnv Katnyopioc LYNANG 1 YouUnAng
EMKIVOLVOTNTOC.

OMot, oyedov, ol papillomaviruses £yovv kown yevetikn doun,
éva kukhkd duming éhkag DNA mov mepiéyel katd KOplo AOYo OKT®

nePloyEg kKmdkomoinong (ev dvvaypet yovidia) [5].

Aop1] Tov 100

1.2.1 Mépn Tov 100 KOl QUOIKEG 1OLOTNTES

O papillomaviruses eivon pikpoi, yopic eEntepikd mepifinua,
gloocdedpot DNA-10i pe dwgpetpo petad 52nm ko S55nm. Xto
€0MTEPIKO TOVG TEPLEYOLV €val dmAng Ehkag DNA, mepimov twv 8.000
Cevyadv voukieotdiov (base pairs, bp). To koyidio Tovg cuvictoton and

Vo dopkég mpwteivég, L1 ko L2, mov kwdwomotovvtor and to DNA

[5]



1.2.2 To yevetiké viko tov HPV, mpoteiveg kKol kKOKAOG

Cong

To yevetikd vAKO OAwv Twv otV Tov HPV mepiéyet 8 meproyéc
K®OKoToinong, ot omoieg avdAoyo TOV TUTO OVIUTPOGMOTEVOLV TO
yoviowe tov 100. Ta yovidia ovtd pmopodv vo ywplotodv oe Tpia
Aertovpywkd pépn: o Tpown mepoyn (E, early) mov kodwomnotel tig
npoteiveg E1 éog E7, anapaitnteg yuoo v avomapaywyn tov wd. H
nepoyn ot kotoAappavel to 50% mepimov tov DNA. Mw 6ywyun (L,
late) mepoyn — xatahopPaver mepimov 10 40% tov DNA — mov
KOOKOTOLEL TIG OOMKEG TPMTEIVEG, TNV KOpla Tpwteivn koyidiov L1
(major capsid protein) kot ™ Odgvtepedovoa mpwTEiVN Kaydiov L2
(minor capsid protein), ot omoieg amalTovVIOL Yo TI GLYKEVIPMGT TOV
100. 'Eva gupy, un kodkomompuévo tufiue mov avapépetar o¢ long
control region (LCR), 1o omoio mepiéyel otoiyeio amopaitmto oTtnv
avamapoywyn Kot v avttypoen tov DNA tov 100. Eivar eniong yvootd
kot g non-coding region (NCR) 7} upstream regulatory region (URR).
O mepoyég avtéc ywpilovrar amd 6vo polyadenylation tunquaro, to
early PA xor 1o late PA. Ot mpodueg mpoteiveg (E) avtiypdpovrot
Eexwvavtog o’ Tov Tpdo promoter (w.y. tov P97 ywa tov HPV31), evod
ot oyweg mpwteiveg (L) avtypdeovtar Pacel apyng amx’ Tov Oyylo
promoter (P742 ctov HPV31).

O poteiveg E1 ko E2 Spovv g mapdyovteg mov avayvmpilovv
mv aeetpio ¢ avomapaywyns. Emiong, m E2 amoteAdel tov xvplo
pLOGTA TS avTLypaeng TV yovidiov Tov 10b. H npmteivn E4, napott
Kodwonoteitar ot wpodwn weploy] Tov DNA, mioteveton oOti
EUMAEKETAL OTOL TEMKA 0TAOLM TOL KOKAOL (®1G TOL 100 KOl GUUUETEYEL
OTN YOPIKY CLYKEVTIPMOOT] TOV VEMV 1MV TOL TOPAYOVTOL GTO LOAVGUEVO
Kottapo. H E5 dpa xou oto mpodpo kot oto TeEMKd oTddia,
amopvOuilovtag v avamapaywykd puoud Tov KutTdpov. Ot TpwTEiveg
E6 ka1t E7 otoxebouv évav oplOud oavaoTtoATikdv puluictdv Tou
Kuttapikoy kVKAov. Katd 1 odbpkeia tov kOKAov (NG Ttov 100

eCacparilovv dwmpnon TeV KOV ETCOUATOV KOl 00NYoLV T
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KOTTOPO GT O10POPOTOINGCN TOV KUKAOL (MG TOVS, EMAVAPEPOVTAHS T
omv o@don oviypapng tov DNA (edon S). Ta yovidio mov
Kkodkomolovv T1¢ mpwteivec ES, E6, E7 amotelolv Ta oykoyovidia Tov
100, a@ov &ivol avTd oL CLVTEAOVV otV aviamtuén kapkivov. Ot
dopkég mpwteiveg L1 ko L2 cuykevipodvovior dGTE Vo oynuaticovy

€1K00GESPOL KAy idio yOP® amd To YEVETIKO VAIKO TOL 100 [5, 6].

Disruption af
cell growth cycle

Regulation of Tel p53 J
virus gene expression elomerase

& virus replication / pRb
\‘ . /_/
URR \ \E?

L1
_”-’”-
Capsid E1
proteins HPV16 \
DMNA
replication
E4 ——
L2
\ E2 \
Gene
ES Assembly expression
& release

Membrans
signallling protein

Source: Frem hittpeifawnesrnsmicro.msble.acwuk 3035/ Papillomaviruses.html
& Infobase Publishing

Zypa 1. Zynpotiké swaypappe tov DNA tov HPV16, pe oOvroun

TEPLYPOP] TNG AgrTOVPYiag TOV KAOE Yovidiov.

11



1.3 Ta&wvopnon Tov ooV Tov HPV

Ot  dpopeg  petaAratelc  tov  papillomaviruses  mov
QTOLLOVAOVOVTOL OVOUALOVTOL «TOTO. AvaQopikd He Tovg avOpdToLg,
&yovv meptypagel mepiocdtepol amd 100 tomovg, pe Pdon to TANPES
DNA mov amopovdvetot, eved o aplBnog avEdvetor akoun TeplocoTePO
GLVLTOAOYILOVTOG TNV ATOUOVAOGT LEPOVG YEVETIKNG 0KoAOLOiaG.

‘Exet damiotwbel 011 10 yeverikd viAkod twv papillomaviruses
elvar witepa otabepd 610 YPOVO Ko OAAAYES OTIS akolovBieg e€attiog
puetoAddEewv  Oe  ovuPaivovv  ovyva. MdaMota, o pvOudg TV
pHetoAAGEey O dlopépel 1Wwaitepa amd OLTOV TOV  OPYUVICU®V
Eeviotav. Apyikd, ou papillomaviruses eiyov evtayfei poali pe tovg
polyomaviruses oe pua katnyopio, ovopott Papovaviridae, motéco otnv
mopeio dSomoTdONKe TS Ta 0VO €1ON WOV SEPEPAY, UE ATOTEAEGHLO OL
papillomaviruses va gvtdccoviol onuepa e EeYPIOTH OIKOYEVELD, TNV
Papillomaviridae.

Agdopévou 0Tt 10 Yovidlo mov Kwdkomotel v mpwteivn L1 givon
N MO STNPMUEVN TTEPLOYN TOV YEVETIKOD VLAIKOV, YPNCUOTOlEiTOL TO
terevtaia 15 ypovio oty tavtomoinon véov Tomwv Tov 100. 'Eva véo
eopnua avoayvopiletar og tomog (type) av olokinpo to DNA tov €yet
Kataypaeel Kot 1 akolovbio tov yovidiov L1 dwupépetl mepiocodTepo and
10% an’ Tov Mo kovivod Yvwotd tHmo. Atapopés netacd 2% ko 10%
opifovv évav vrotdmo (Subtype), evd Swapopéc pkpotepeg 0L 2%
opiCouv o maparroyn (variant). Ipoéoeata, avti yo v tpomtoPddua
KAwvoroinon oldxkAnpov tov DNA ypnowonoteiton evioyvon PCR
(Polymerase chain reaction) vrepKoAVTTOUEVOV TUNUATOV pE 6KOTO T
GLYKEVTPMOT] OAOKANPOL TOL YEVETIKOD VAKOV. Evpruota Bdoel avtng
™¢ nebddov kataympovvral g HPVcand(number).

INuepa, M opadomoinon TV TOM®V TOL 100, pe Pdon ™
GUYKPLON YEVETIKOL DAKOD, Eivar EVPEMS amodeKTN, KUPIMG Y1oTi OpLAOES
TOT®V TOV TPOKVITOVV 0T’ TNV AVAALGT] Kot TOEWVOUNOT TOV LEADV TNG
EVPVTEPNG OIKOYEVELWNG TOL 100 U@avilovy, oe YEVIKES YPOUUES, 1O1EC
BroAoyucéc 1 maBoroyikég 1010TNTEC. Zav GUVEYELD VTG TNG AOYIKNG Kol

EEKVOVTOG O’ TOV YEVIKOTEPO GTOV EWOIKOTEPO JOYWPIGUD, EXEL
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KaBepwbel n e€ng Ta&vounon: Ot mo vymidPabpeg opddeg TOTOV TOL
100 ovopdalovtor «yévry (genus). TOmol amd SoPOPETIKA YEVT £XOVV
ukpotepn amd 60% opowdtnTa otnv TaVTIon Tov yovwiov L1, evad
avaQOPIKA [E TNV TaOTIoN 0AOKANPoL Tov DNA 10 T0606TO Opo1OTNTOG
Kopatvetor and 23% €wog 43%. Znuepa, vmdpyovv 16 yévn mov
SwywpiCovron pe Paorn ta EAANVIKA YPAUUOTO, VO TO TO GNLUOVTIKO
KMVIKA YEVOC, TO 0010 OYETILETOL KO [LE TOV KOPKIVO TOVL TPAYNAOL TNG
untpag, eivar to mpmto (Alphapapillomaviruses). Xt cvvéyela, ke
vévoc amotedeitar amd «eidny» (species). To odlopopetikd €idn €vOg
vévoug mapovctalovv opototnta and 60% mg 70% oty tadtion Tov
DNA. Télog, ot tomot mov avikovv G’ éva €idog epeavifovv mococTtd
opowdtntag and 71% éwg 89% oty tavtion tov yovidiov L1 [5]. Mg
Baon to Tapandve, Tapovstaletar ot cvvéyeto 1 tasvounon (Tivakag

1) g owoyévela Papillomaviridae [4].

Mivakag 1. Ta&wvopnon g owoyéverag Papillomaviridae

I'ENOX: EIAOX: TYIOI:

Alphapapillomavirus: HPV10 HPV10

HPV117
HPV125
HPV28
HPV29
HPV3
HPVT77
HPV94

HPV16 HPV16
HPV31

HPV33
HPV35
HPV52
HPV58
HPV67

HPV18 HPV18
HPVcand85

HPV39
HPV45
HPV59
HPV68
HPV70
HPV97

HPV2 HPV2
HPV27

HPV2a
HPV2c
HPV57

HPV26 HPV26
HPV51
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HPV69
HPV82

HPV32

HPV32
HPV42

HPV34

HPV34
HPV73

HPVS53

HPV30
HPV53
HPV56
HPV66

HPV6

HPV11

HPV13

HPV44

HPV6

HPV6a

HPV6b

HPV6C

HPV6e

HPV6vc

HPV74

Common chimpanzee
papillomavirus type 1

HPV61

HPV81
HPV83
HPV102
HPV114
HPV61
HPV62
HPV72
HPV84
HPV86
HPV87
HPV89

HPV7

HPV40
HPV43
HPV7

HPV9L

HPV54

HPV54

HPV90

HPV90
HPV71
HPV106

Rhesus papillomavirus
type 1

Rhesus papillomavirus type 1
Rhesus papillomavirus type 1b
Macaca fascicularis papillomavirus
type 3

Macaca fascicularis papillomavirus
type 3b

Macaca fascicularis papillomavirus
type 4

Macaca fascicularis papillomavirus
type 5

Macaca fascicularis papillomavirus
type 6

Macaca fascicularis papillomavirus
type 7

Macaca fascicularis papillomavirus
type 8

Macaca fascicularis papillomavirus
type 9

Macaca fascicularis papillomavirus

14




type 10

Betapapillomavirus:

HPV49

HPV115
HPV49
HPV75
HPV76

HPVS

HPVRTRX7
HPV12
HPV105
HPV118
HPV124
HPV14
HPV19
HPV20
HPV21
HPV24
HPV25
HPV36
HPV47
HPV5
HPV5h
HPV8
HPV93
HPV98
HPV99
Macaca fascicularis papillomavirus

type 1

HPV9

HPVSIBX-3a
HPVFAT75/KI88
HPV100
HPV104
HPV107
HPV110
HPV111
HPV113
HPV120
HPV122
HPV15
HPV151
HPV17
HPV22
HPV23
HPV37
HPV38
HPV80
HPV9

HPV92

HPV92

HPV96

HPV150
HPV96

Chipapillomavirus:

Canine papillomavirus 3

Canine papillomavirus 5
Canine papillomavirus 4

Deltapapillomavirus:

Bovine papillomavirus 1

Bovine papillomavirus type 1
Bovine papillomavirus type 2

Deer papillomavirus

Deer papillomavirus

Capreolus capreolus
papillomavirus 1

Capreolus capreolus
papillomavirus 1

European elk
papillomavirus

Reindeer papillomavirus

Ovine papillomavirus 1

Ovine papillomavirus type 2
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Epsilonpapillomavirus:

Unclassified
Deltapapillomavirus

Western roedeer papillomavirus 1

Bovine papillomavirus
type 5

Bovine papillomavirus type 5
Bovine papillomavirus type 8

Etapapillomavirus:

Chaffinch papillomavirus

Fringilla coelebs papillomavirus

Gammapapillomavirus:

HPV4 HPV4
HPV65
HPV95
HPV48 HPV48
HPV50 HPV50
HPV60 HPV60
HPV88 HPV88
HPV101 HPV101
HPV103
HPV108
HPV109 HPV109
HPV123
HPV112 HPV112
HPV119
HPV121 HPV121
Unclassified Gammapapillomavirus HPV127

Gammapapillomavirus

lotapapillomavirus:

Mastomys natalensis
papillomavirus

Mastomys natalensis
papillomavirus

Kappapapillomavirus:

Cottontail rabbit
papillomavirus

Cottontail rabbit papillomavirus
(strain Kansas)

Cottontail rabbit papillomavirus
(strain Washington B)

Rabbit oral Rabbit oral papillomavirus
papillomavirus
Lambdapapillomavirus: | Canine oral Canine oral papillomavirus (strain

papillomavirus

Y62)

Canine papillomavirus 6

Canine papillomavirus 6

Feline papillomavirus

Feline papillomavirus type 2

Felis domesticus papillomavirus
type 1

Lynx rufus papillomavirus type 1
Panthera leo persica papillomavirus
type 1

Puma concolor papillomavirus type
1

Uncia uncia papillomavirus type 1

Mupapillomavirus: HPV1 HPVla
HPV63 HPV63
Nupapillomavirus: HPV41 HPV41

Omegapapillomavirus:

Ursus maritimus
papillomavirus 1

Ursus maritimus papillomavirus 1

Omikronpapillomavirus:

Phocoena spinipinnis
papillomavirus

Phocoena spinipinnis
papillomavirus

Phipapillomavirus:

Capra hircus
papillomavirus type 1

Carpa hircus papillomavirus type 1

Pipapillomavirus:

Unclassifield
pipapillomavirus

Castor fiber papillomavirus 1 EES-
2009

16



http://www.uniprot.org/taxonomy/568209
http://www.uniprot.org/taxonomy/188524
http://www.uniprot.org/taxonomy/188524
http://www.uniprot.org/taxonomy/323364
http://www.uniprot.org/taxonomy/323366
http://www.uniprot.org/taxonomy/323366
http://www.uniprot.org/taxonomy/323365
http://www.uniprot.org/taxonomy/323365
http://www.uniprot.org/taxonomy/348686
http://www.uniprot.org/taxonomy/664732
http://www.uniprot.org/taxonomy/664732

Rattus norvegicus papillomavirus 1
EES-2009

Mastomys coucha
papillomavirus 2

Mus musculus papillomavirus type
1

Old World harvest mouse
papillomavirus

Psipapillomavirus:

Rousettus aegyptiacus
papillomavirus 1

Rousettus aegyptiacus
papillomavirus 1

Rhopapillomavirus:

Trichechus manatus
latirostris papillomavirus
1

Trichechus manatus latirostris
papillomavirus 1

Sigmapapillomavirus:

Erethizon dorsatum
papillomavirus type 1

Erethizon dorsatum papillomavirus
type 1

Taupapillomavirus

Canine papillomavirus 2

Canine papillomavirus 7

Thetapapillomavirus:

Psittacus erithacus
timneh papillomavirus

Psittacus erithacus timneh
papillomavirus

Upsilonpapillomavirus:

Tursiops truncatus
papillomavirus type 1

Tursiops truncatus papillomavirus
type 3

Tursiops truncatus
papillomavirus type 2

Tursiops truncatus papillomavirus
type 2

Xipapillomavirus:

Bovine papillomavirus 3

Bovine papillomavirus type 10
Bovine papillomavirus type 11
Bovine papillomavirus type 4
Bovine papillomavirus type 6
Bovine papillomavirus type 9

Unclassified
Papillomaviridae:

HPV types

HPVHANOAA464
HPVMM8
HPV128
HPV129
HPV130
HPV131
HPV132
HPV133
HPV134
HPV149
HPV64
HPV85
HPVJC9710
HPVJC9813
HPVJEB2
HPVmel180
HPVXc
HPVXd
HPVXf
HPVXg
HPVXh
Papillomavirus Hu/34-
60/DEU/2006

Non-primate mammal
papillomaviruses

Aurochs papillomavirus
Bandicoot papillomatosis
carcinomatosis virus type 1
Bandicoot papillomatosis
carcinomatosis virus type 2
Bettongia penicillata
papillomavirus 1

Bovine papillomavirus

Canine papillomavirus CEL-2010a
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http://www.uniprot.org/taxonomy/664730
http://www.uniprot.org/taxonomy/664730
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Info&id=291589&lvl=3&lin=f&keep=1&srchmode=1&unlock
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Info&id=291589&lvl=3&lin=f&keep=1&srchmode=1&unlock
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Info&id=291589&lvl=3&lin=f&keep=1&srchmode=1&unlock
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Info&id=291589&lvl=3&lin=f&keep=1&srchmode=1&unlock
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?mode=Info&id=291589&lvl=3&lin=f&keep=1&srchmode=1&unlock

Capra hircus papillomavirus type 2
Cervus elaphus papillomavirus KE-
2008

Cervus timorensis papillomavirus
Feline multicentric squamous cell

carcinoma papillomavirus
Feline papillomavirus FAP3
Feline sarcoid-associated
papillomavirus

Koala papillomavirus isolate
KoAAl

Manatee papillomaviruses
Ovine papillomavirus

Ovine papillomavirus 3
Papillomaviridae FAPV-MY02
Papillomavirus
cat/EAA/USA/2001

Pudu puda papillomavirus
Trichosurus vulpecula
papillomavirus

Papillomavirus dog/Jun2009/NZL

Primate papillomaviruses | Ateles geoffroyi papillomavirus
Chimpanzee papillomavirus

Colobus monkey papillomavirus
Gorilla papillomavirus

Monkey papillomavirus

1.4 HPV ko kapkKivog Tov TpayAov TG MTPOS

H ypovia kar emipovn mapovsio tov HPV otov opyavicpd amotelel
10V Bacikd mTopdyovio ylo TV avantuén KopKivov Tov Tpay Aoy g UTpoc,
€vtoUTolS TOAAOL o’ TOLG TOTOVG TOL 10V glval GYeTIKA akivovvol Kot Udvo
Ho JKP OUAd0 OUTOV OmOTEAODV ONUOVTIIKN OTEAN. XVYKEKPEVO, Ol
HPV16 kot HPV18 gvbivovton yio 1o 70% mepimov tmv dtoyvdoemv Kapkivov
mg ptpag, o mocootd 50% wxor 20% avtiotoyya. Emimpdcbeta, ot dvo
napandve tomot oe cuvovaoud pe tovg HPV31 ko HPVA4AS koidmrouvv
nePLoc0TEPO o’ to 80% TV dayvdoemv Kopkivov g untpog [2, 3].

O Sy®PIoHOG TOV THTMOV GE LYNANG KOl YOUNANG ETKIVOLVOTNTOG,
o€ oyéon pe TV TpdKAnomn Kopkivov divetat otov mivaka 2 Tov akoAovdel, pe
TN oNUEi®oN TS OUPOTEPES Ol KoTNyopies amotelobvtanl amd THTOVS TOL
TPOKOAOVV KLTTOPIKES OVOUOAIEG, OL®G UOVO Ol VYNANG EMKIVOLVOTNTOG

TOTOL LITOPOVV VO, 01 YHOO0LV G€ Kapkivo [2].
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MMivokog 2. Aloympiopog TOTOV 68 VYNAS/YoUNMG ETKIVOUVOTNTOG

TYmor vynMg emkivéovoryrog (high risk):

HPV16
HPV18
HPV31
HPV33
HPV35
HPV39
HPV45
HPV51
HPV52
HPV56
HPV58
HPV59
HPV68
HPV73
HPV82

TYmow yapunig emuivoovorntog (low risk):

HPV6
HPV11
HPV40
HPV42
HPV43
HPV44
HPV54
HPV61
HPV70
HPV72
HPVS81

IMOBavoOS VYNMS ETKIVOLVOTNTOG:

HPV26
HPV53
HPV66
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KE®AAAIO 2: BAYH AEAOMENQN HPV

2.1 Ewoayoy

210 kePOAao awtd mapatiBetar n Baon dedouévav tov HPV,
pe Baon v ta&vounomn mov LIAPYEL GTO TPONYOLUEVO KeEPAAowo. [a
KaOe TOTO TOL 10V divetan o apdpog avapopdg tov (Reference Number)
Kot kémola emmAéov Pacikd otoryein, 0nwe to pukog tov DNA kot to
TOGOGTO OUOOTNTAG TOL LE TO AVTIGTOLYO TOV TOTOV oL 0pilel TO €100G
6T0 0moio avnKel 0 KABe TOMOG. XTovg TOTOVE oL Opilovy éva €idog
otvovtar emmAéov M eml tolg exatd mepiektikoOtnTa tov DNA og
vovkieotidin G, C (yovavivn, Kvtocivn), T0 TOGOCTO KOIKOTOINGNG
TOV, 1| TOmOoAOYio TOV, 0 APBUOG TOV YOVISIOV Kol TV TPOTEIVAOV TOL
OVTO KOOIKOTOOVV KOl TO YPOPIKO OLAYPOUUO TNG OPYAVOONG TMOV
yovidiov omv akoAovBic tov DNA. Avagopwd pe T petaArdéer,
dtvovtotl o1 Bacikég Kataympfoels Yo OAoVg Tovg TOTOVG, pe e&aipeon
TOVG PacIKOVG, G€ GYEOT HE TOV KOPKIVO TOL TPOYNAOL TNG UNTPOC,
tomovg HPV16 xou HPVIE, o6mov divovtar OAeg ol Katoympicelg
HETOAMGEEDY pe pnkog peyoAvtepo twv mepimov 200 base pairs. Ttov

wivaxo 3 divetan Eva gupetnplo yia T Paon.

Iivekog 3. Evpemiplo Baong dedopévaov

I'évog Eidog | Xehioa

Alphapapillomavirus HPVZ | 22
HPV6 | 23
HPV7 | 24
HPV10 |25
HPV16 | 26
HPV18 | 49
HPV26 | 56
HPV32 |57
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HPV34 |58
HPV53 | 58
HPV54 | 60
HPV61 | 60
HPV90 | 62
Betapapillomavirus HPV5 | 63
HPV9 | 66
HPV49 | 69
HPV92 |70
HPV96 | 70
Gammapapillomavirus HPV4 |71
HPV48 | 72
HPV50 | 72
HPV60 | 73
HPV88 | 73
HPV101 | 73
HPV109 | 74
HPV112 | 75
HPV116 | 75
HPV121 | 76
HPV127 | 76
Mupapillomavirus HPV1 | 77
HPV63 | 77
Nupapillomavirus HPV41 | 78
Unclassified papillomavirus | - 78
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2.2 Baon Agdopévav
TI'évog: Alpapapillomavirus
Eidog: HPV2

Human papillomavirus type 2

Reference Number X55964
Ieprektikotnra GC 48%
% kowowomoinong DNA | 86%
Tomoloyia KUKAKO durdng Elkag DNA
AprOudg yovidimv 7
AprOpdg TP OTEIVAV 7
Merahhaén: Reference Number:
Human papillomavirus type 2 isolate C2 EF362754
Human papillomavirus type 2 isolate C1 EF362755
Human papillomavirus type 2 isolate CN-SC1 EF117890
Human papillomavirus type 2 isolate CN-HB1 EF117891
Opyavoon yovidimv:
1nt 7,880 nt
(E73
D T
| e ——
Human papillomavirus type 27 (i type 2c)
Reference Number X74473
Mnikog axolovBiag 7823bp
Tabtion vovkieoTidimv pe tov HPV2: 7065/7865 (90%)
Tabtion yovidiov L1: 1343/1493 (90%)

Metairoén:

Reference Number:

Human papillomavirus type 27b DNA, complete genome AB211993
Human papillomavirus type 57

Reference Number X55965

Mnjkog axorovBiog 7861bp

TabTtion vovkieoTdimv pe tov HPV2: 6546/7944 (83%)

Tavtion yovidiov L1:

1258/1491 (85%)

Metarhaén:

Reference Number:

Human papillomavirus type 57b complete genome

U37537

Human papillomavirus type 57c DNA, complete genome

AB361563
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Eidog: HPVG

Human papillomavirus type 6, complete genome

Reference Number AF092932

Mnjkog axorovBiag 8012bp

Meprextikétyra GC 40%

% kmowomoinons DNA | 89%

Tomoloyia KUKAIKO durAng éakag DNA

Ap1Opog yovidiov 9

ApOpdég TPOTEIVAOV 9

Metalrhaén: Reference Number:
type 6a, complete genome 1L.41216

type 6b (HPV6b) X00203

Opyavoon yovidimv:

1nt 7,902 nt

| E7 2 L E2

Human papillomavirus type 11 (HPV-11) complete genome

Reference Number M14119

Mnjkog akorov0Oiog 7931bp

TabTtion vovkieoTidimv pe Tov HPVG: 6647/8065 (83%)
TavTtion yovidiov L1: 1267/1506 (85%)
Metrahhaén: Reference Number:
complete genome, isolate A86 FN870021
complete genome, isolate A346 FN870022
complete genome, isolate LP12 FN907957
complete genome, isolate A260 FN907958
complete genome, isolate A47 FN907959
complete genome, isolate CAC246 FN907960
complete genome, isolate A48 FN907961
complete genome, isolate CAC86 FN907962
complete genome, isolate CS20 FN907963
complete genome, isolate LP13 FN907964
isolate LZod45-11, complete genome EU918768
Human papilloma virus type 13 DNA

Reference Number X62843

Mnjkog axorovBiag 7880bp

TavTtion vovkieoTdimv pe Tov HPVG: 5998/8161 (74%)
Tavtion yovidiov L1: 1101/1415 (78%)

MeTdriroln:

Reference Number:

type 13, complete genome

DQ344807
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Human papillomavirus type 44, complete genome

Reference Number U31788
Mnjkog axorovOiag 7833bp
Tavtion vovkigoTdimv pe tov HPVG: 5914/8147 (73%)
Tavtion yovidiov L1: 1101/1416 (78%)

Human papillomavirus type 74 subtype AE10, complete genome

Reference Number AF436130
Mnikog axolovBiag 7887bp

TabTtion vovkieoTidimv pe tov HPVG: 5862/8283 (71%)
ToavTion yovidiov L1: 1114/1413 (79%)

Eidog: HPV7

Human papillomavirus type 7 genomic DNA

Reference Number X74463

Mnikog axolovBiag 8027bp

Ieprektikéotnra GC 39%

% kmowkomoinons DNA | 82%

Tomoloyia KUKAKO durAng édikog DNA
ApOpdg yovidimv 6

AplOpog TPOTEIVOV 6

Opyavoon yovidimv:

1nt

(R g
|_E6 2

Human papillomavirus type 40 genomic DNA

Reference Number X74478
Mnikog axolovBiag 7909bp
TabTion vovkieoTidimv pe tov HPV7: 6670/8078 (83%)
Tadtion yovidiov L1: 1321/1518 (88%)

Human papillomavirus type 43 complete genome

Reference Number AJ620205
Mnrjkog akorovBiog 7975bp

Tavtion vovkieoTdoimv pe tov HPV7: 5768/8245 (70%)
TavTion yovidiov L1: 1103/1481 (75%)
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Human papillomavirus type 91, complete genome

Reference Number AF419318
Mnjkog axorovBiag 7966bp

TavTion vovkieoTdimv pe tov HPV7: 5724/8304 (69%)
Tavtion yovidiov L1: 1123/1518 (74%)

Eioog: HPV10

Human papillomavirus type 10

Reference Number X74465
Mnikog axolovBiag 7919bp
Ieprextikétyra GC 45%
% kmowkomoinons DNA | 84%

Tomoloyia

KUKAKO durdng éElkag DNA

AprOpog yovidiomv 6

AprOpig TP OTEIVAV 7>

*Inueiwon: To yovido L1 mopdyel dvo mapailayés g npwteivig L1 (late protein)

Opyavoon yovidiov:

1nt

7,919 nt

7 N 1 S
|_EC 4

Human papillomavirus type 94 complete genome

Reference Number AJ620211
Mnkog axorovBiag 7881bp
TavTtion vovkieoTidiomv pe Tov HPV10: 7025/7945 (89%)

Tavtion yovidiov L1:

1412/1606 (88%)

Megtdlhaén: Reference Number:
Human papillomavirus type 94 DNA, nearly complete genome, Korean AB201226
variant

Human papillomavirus type 3 complete genome

Reference Number X74462

Mnjkog axorovBiag 7820bp

Tavtion vovkieoTdimv pe tov HPV10: 6391/7982 (81%)

TavTion yovidiov L1: 1190/1461 (82%)

Human papillomavirus type 28 complete genome

Reference Number

U31783

Mnjkog akoriovBiog

7959bp
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Tavtion vovkieoTdimyv pg tov HPV10:

6472/8098 (80%)

Tavtion yovidiov L1:

1250/1522 (83%)

Human papillomavirus type 29 complete genome

Reference Number U31784
Mnikog axolovBiag 7916bp
Tavtion vovkieoTidimv pe tov HPV10: 6145/8073 (77%)
Tabtion yovidiov L1: 1142/1428 (80%)

Human papillomavirus type 77 E6, E7, E1, E2, E4, L2, and L1 genes

Reference Number Y15175

Mnjkog axorovBiag 7887bp

Tavtion vovkigotidimv pe tov HPV10: 6099/8035 (76%)
Tavtion yovidiov L1: 1248/1580 (79%)
Human papillomavirus type 117 clone K6

Reference Number GQ246950
Mnkog axolovBiag 7895bp

TabTtion vovkieoTidiowv pe Tov HPV10: 6971/7950 (88%)
TavTion yovidiov L1: 1414/1602 (89%)

Human papillomavirus type 125 complete genome, strain SIBX9

Reference Number FN547152

Mnjkog axolovBiag 7809bp

TabTtion vovkieoTidiov pe rov HPV10: 6379/7984 (80%)
Tavtion yovidiov L1: 1313/1609 (82%)
Eidog: HPV16

Human papillomavirus type 16

Reference Number K02718

Mnjkog akorovOiog 7905bp

Heprextikétyra GC 36%

% kmdowomoinens DNA | 87%

Tomoloyia KukAKO durAng élkag DNA

ApOpog yovioiomv 8

ApOpo6g TPOTEIVAOV 8

Merahhaén: Reference Number:
strain CU1, complete genome FJ610146
strain CU2, complete genome FJ610147
strain CU3, complete genome FJ610148
strain CU4, complete genome FJ610149
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strain CU5, complete genome

FJ610150

strain CU6, complete genome FJ610151
strain CU7, complete genome FJ610152
isolate Qv15321AA, complete genome AY686579
isolate Qv16936E, complete genome AY 686580
isolate Qv15521E, complete genome AY686581
isolate Qv15351AA, complete genome AY686582
isolate Qv18158E, complete genome AY686583
isolate Qv17722E, complete genome AY 686584
clone 114/K, complete genome EU118173
isolate 16W12E, complete genome AF125673
type 16 variant, complete sequence U89348
isolate East Asian type, complete genome AF534061
isolate European German 131 type, complete genome AF536179
isolate LZcc11-16, complete genome EU918764
Cloning vector p119L1e, complete sequence AY 953268
type 16, complete genome (amopovepévo and acbevn pe kapkivo Tov FJO06723
TpoynAov g ptpag oty Kivo)

type 16 variant (African type 1), complete genome AF472508
type 16 variant (African type 2), complete genome AF472509
isolate African-1 type, complete genome AF536180
isolate Amazonian, complete genome HMO057182
type 16 Asian-American variant, complete genome AF402678
strain Asian American-C variant major capsid protein (L1) gene, complete DQ680078
cds

type 16 from Iran E7 protein (E7) gene, complete cds DQ323401
type 16 from Iran L1 gene, partial cds EU477377
type 16 from Germany L1 gene, complete cds DQ469930
type 16 Phil late major capsid protein (L1) gene, complete cds AF043287
isolate Rochester capsid protein (L1) gene, complete cds AF134175
Human papillomavirus from Thailand E6 protein (E6) gene, complete cds; | AF548023
and E7 protein (E7) gene, partial cds

type 16 from Iran E6 protein (E6) gene, complete cds DQ323982
integrated SiHa HPV-16 variant, replication protein gene, complete cds, AF001599
and flanking cellular sequence

integrated SiHa HPV-16 variant DNA, capsid protein gene, complete cds, | AF001600
and flanking cellular DNA

type 16 variant L1 and L2 capsid protein genes, complete cds U37317
late major capsid protein L1 gene, complete cds EF547252
type 16 L1 major capsid protein (L1) gene, complete cds DQ155283
type 16 late major capsid protein L1 gene, complete cds AF393502
type 16 capsid protein gene, complete cds AF140365
type 16 L1 gene, complete cds AY177679
type 16 late major capsid protein (L1) gene, complete cds AF084952
late major capsid protein L1 gene, partial cds AF003027
late major capsid protein L1 gene, partial cds AF003028
late major capsid protein L1 gene, partial cds AF003029
late major capsid protein L1 gene, partial cds AF003030
type 16 late major capsid protein L1 gene, partial cds AF003031
type 16 L1 protein (L1) gene, partial cds AF512011
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type 16 L1 gene, partial cds DQO003067
isolate 0810846.10 L1 protein gene, partial cds GQ326913
type 16 variant L1 and L2 capsid protein genes, complete cds u37217
proviral partial L1 gene for major capsid protein, isolate CY07-118 AJ617545
Sen32 late major capsid protein (L1) gene, complete cds AF043286

AIIO: isolate HPV16E2CC1 EL1 protein (E1), E2 protein (E2), and E4

protein (E4) genes, partial cds

EQZX: isolate HPV16E2CC8 E1 protein (E1), E2 protein (E2), and E4

protein (E4) genes, partial cds

AIlO: AF407214

EQX: AF407221

isolate CNE-d EG6 protein (E6) gene, complete cds EU430670
isolate CNE-d E1 protein (E1) gene, complete cds EU430666
isolate CNE-d E2 protein (E2) gene, complete cds EU430667
isolate CNE-d E4 protein (E4) gene, partial cds EU430668
isolate CNE-d E5 protein (E5) gene, complete cds EU430669
isolate CNE-d L2 protein (L2) gene, complete cds EU430673
isolate CNE-d L1 protein (L1) gene, complete cds EU430672
isolate CNE-f E6 protein (E6) gene, complete cds EU430678
isolate CNE-f E7 protein (E7) gene, complete cds EU430679
isolate CNE-f E1 protein (E1) gene, complete cds EU430674
isolate CNE-f E2 protein (E2) gene, complete cds EU430675
isolate CNE-f E4 protein (E4) gene, partial cds EU430676
isolate CNE-f E5 protein (E5) gene, complete cds EU430677
isolate CNE-f L2 protein (L2) gene, complete cds EU430681
isolate CNE-f L1 protein (L1) gene, complete cds EU430688
isolate CNE-q EG6 protein (E6) gene, complete cds EU430686
isolate CNE-q E7 protein (E7) gene, complete cds EU430687
isolate CNE-q E1 protein (E1) gene, complete cds EU430682
isolate CNE-q E2 protein (E2) gene, complete cds EU430683
isolate CNE-q E4 protein (E4) gene, partial cds EU430684
isolate CNE-q E5 protein (E5) gene, complete cds EU430685
isolate CNE-q L2 protein (L2) gene, complete cds EU430689
isolate CNE-q L1 protein (L1) gene, complete cds EU430688
isolate 2 major capsid protein L1 (L1) gene, complete cds GQ465877
isolate 4 major capsid protein L1 (L1) gene, complete cds GQ465878
isolate 5 major capsid protein L1 (L1) gene, complete cds GQ465879
isolate 6 major capsid protein L1 (L1) gene, complete cds GQ465880
isolate 7 major capsid protein L1 (L1) gene, complete cds GQ465881
isolate 8 major capsid protein L1 (L1) gene, complete cds GQ465882
isolate 9 major capsid protein L1 (L1) gene, complete cds GQ465883
isolate 10 major capsid protein L1 (L1) gene, complete cds GQ465884
isolate 11 major capsid protein L1 (L1) gene, complete cds GQ465885
isolate 13 major capsid protein L1 (L1) gene, complete cds GQ465886
isolate 14 major capsid protein L1 (L1) gene, complete cds GQ465887
isolate 15 major capsid protein L1 (L1) gene, complete cds GQ465888
isolate 17 major capsid protein L1 (L1) gene, complete cds GQ465889
isolate 18 major capsid protein L1 (L1) gene, complete cds GQ465890
isolate 19 major capsid protein L1 (L1) gene, complete cds GQ465891
isolate 20 major capsid protein L1 (L1) gene, complete cds GQ465892
isolate 21 major capsid protein L1 (L1) gene, complete cds GQ465893
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isolate 22 major capsid protein L1 (L1) gene, complete cds GQ465894
isolate 23 major capsid protein L1 (L1) gene, complete cds GQ465895
isolate 24 major capsid protein L1 (L1) gene, complete cds GQ465896
isolate 25 major capsid protein L1 (L1) gene, complete cds GQ465897
isolate 26 major capsid protein L1 (L1) gene, complete cds GQ465898
isolate 27 major capsid protein L1 (L1) gene, complete cds GQ465899
isolate 28 major capsid protein L1 (L1) gene, complete cds GQ465900
isolate 29 major capsid protein L1 (L1) gene, complete cds GQ465901
isolate 30 major capsid protein L1 (L1) gene, complete cds GQ465902
isolate 31 major capsid protein L1 (L1) gene, complete cds GQ479006
isolate 32 major capsid protein L1 (L1) gene, complete cds GQ479007
isolate 33 major capsid protein L1 (L1) gene, complete cds GQ479008
isolate 34 major capsid protein L1 (L1) gene, complete cds GQ479009
isolate 35 major capsid protein L1 (L1) gene, complete cds GQ479010
isolate 37 major capsid protein L1 (L1) gene, complete cds GQ479011
isolate 83 L1 capsid protein gene, partial cds DQ440541
isolate 96 L1 capsid protein gene, partial cds DQ435770
isolate 132 L1 capsid protein gene, partial cds DQ440539
isolate 148 L1 capsid protein gene, partial cds DQ440536
isolate 165 L1 capsid protein gene, partial cds DQ440537
isolate 174 L1 capsid protein gene, partial cds DQ422967
isolate 158 L1 capsid protein gene, partial cds DQ440538
isolate 183 major capsid protein L1 gene, partial cds EU056635

isolate 196 L1 capsid protein gene, partial cds DQ440540
isolate 275 L1 capsid protein gene, partial cds DQ435769
isolate GU1 capsid protein (L1) gene, complete cds AF134177

isolate GU2 capsid protein (L1) gene, complete cds AF134178

isolate GR1 L1 capsid protein gene, partial cds HM596508
isolate GR2 L1 capsid protein gene, partial cds HM596509
isolate GR3 L1 capsid protein gene, partial cds HM596510
isolate GR4 L1 capsid protein gene, partial cds HM596511
isolate GR5 XN1 L1 capsid protein gene, partial cds HM596512
isolate GR6 L1 capsid protein gene, partial cds HM596513
isolate GR7 L1 capsid protein gene, partial cds HM596514
isolate GR10 L1 capsid protein gene, partial cds HM596515
isolate GR8 XN2 L1 capsid protein gene, partial cds HM596521
isolate GR11 L1 capsid protein gene, partial cds HM596516
isolate GR12 L1 capsid protein gene, partial cds HM596517
isolate GR13 L1 capsid protein gene, partial cds HM596518
isolate GR14 L1 capsid protein gene, partial cds HM596519
isolate GR15 L1 capsid protein gene, partial cds HM596520
isolate GR16 L1 capsid protein gene, partial cds HM596523
isolate GR17 L1 capsid protein gene, partial cds HM596524

ATIO: clone HPV16-1 L1 (L1) gene, partial cds
EQX: clone HPV16-26 L1 (L1) gene, partial cds

AITO: FJ797033
EQX: FJ797058

clone M9 L1 protein (L1) gene, partial cds DQ422743
clone M6 L1 protein (L1) gene, partial cds DQ422746
clone M5 L1 protein (L1) gene, partial cds DQ422747
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clone M4 L1 protein (L1) gene, partial cds DQ422748
clone M3 L1 protein (L1) gene, partial cds DQ422749
clone M2 L1 protein (L1) gene, partial cds DQ422750
clone M15 L1 protein (L1) gene, partial cds DQ422751
clone M14 L1 protein (L1) gene, partial cds DQ422752
clone M13 L1 protein (L1) gene, partial cds DQ422753
clone M11 L1 protein (L1) gene, partial cds DQ422755
clone M10 L1 protein (L1) gene, partial cds DQ422756
clone M1 L1 protein (L1) gene, partial cds DQ422757
clone 97 L1 protein (L1) gene, partial cds DQ422758
clone 93 L1 protein (L1) gene, partial cds DQ422759
clone 91 L1 protein (L1) gene, partial cds DQ422760
clone 90 L1 protein (L1) gene, partial cds DQ422761
clone 88 L1 protein (L1) gene, partial cds DQ422762
clone 87 L1 protein (L1) gene, partial cds DQ422763
clone 84 L1 protein (L1) gene, partial cds DQ422765
clone 79 L1 protein (L1) gene, partial cds DQ422766
clone 78 L1 protein (L1) gene, partial cds DQ422767
clone 7 L1 protein (L1) gene, partial cds DQ422768
clone 67 L1 protein (L1) gene, partial cds DQ422770
clone 60 L1 protein (L1) gene, partial cds DQ422772
clone 45 L1 protein (L1) gene, partial cds DQ422773
clone 17 L1 protein (L1) gene, partial cds DQ422774
isolate TV1a EG6 protein (E6) gene, partial cds FJ644954
isolate TV57a E6 protein (E6) gene, partial cds FJ644955
isolate TV306a E6 protein (E6) gene, partial cds FJ644956
isolate TV8a EG6 protein (E6) gene, partial cds FJ644957
isolate TV9a EG6 protein (E6) gene, partial cds FJ644958
isolate TV65a E6 protein (E6) gene, partial cds FJ644961
isolate TV368a E6 protein (E6) gene, partial cds FJ644962
isolate TV72a E6 protein (E6) gene, partial cds FJ644963
isolate TV74a E6 protein (E6) gene, partial cds FJ644964
isolate TV1474c EG6 protein (E6) gene, partial cds FJ644965
isolate TV369a E6 protein (E6) gene, partial cds FJ644966
isolate TV101a E6 protein (E6) gene, partial cds FJ644967
isolate TV110a E6 protein (E6) gene, partial cds FJ644968
isolate TV115a E6 protein (E6) gene, partial cds FJ644970
isolate TV138a E6 protein (E6) gene, partial cds FJ644972
isolate TV218a E6 protein (E6) gene, partial cds FJ644974
isolate TV155a E6 protein (E6) gene, partial cds FJ644975
isolate TV191d E6 protein (E6) gene, partial cds FJ644978
isolate TV222a E6 protein (E6) gene, partial cds FJ644982
isolate TV230a E6 protein (E6) gene, partial cds FJ644984
isolate TV230a E7 protein (E7) gene, complete cds FJ645016
isolate TV349a E6 protein (E6) gene, partial cds FJ644985
isolate TV263a E6 protein (E6) gene, partial cds FJ644986
isolate TV263a E7 protein (E7) gene, complete cds FJ645018
isolate TV28a L1 protein (L1) gene, partial cds FJ645023
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isolate TV62a E6 protein (E6) gene, partial cds FJ644960
isolate TV62 L1 protein (L1) gene, partial cds FJ645024
isolate TV38a L1 protein (L1) gene, partial cds FJ645025
isolate TV58a L1 protein (L1) gene, partial cds FJ645026
isolate TV78a L1 protein (L1) gene, partial cds FJ645027
isolate TV81la L1 protein (L1) gene, partial cds FJ645028
isolate TV87a E6 protein (E6) gene, partial cds FJ644959
isolate TV87a L1 protein (L1) gene, partial cds FJ645029
isolate TV118a L1 protein (L1) gene, partial cds FJ645030
isolate TV88a L1 protein (L1) gene, partial cds FJ645031
isolate TV93a L1 protein (L1) gene, partial cds FJ645032
isolate TV144a L1 protein (L1) gene, partial cds FJ645033
isolate TV123a L1 protein (L1) gene, partial cds FJ645034
isolate TV140a L1 protein (L1) gene, partial cds FJ645035
isolate TV177a E6 protein (E6) gene, partial cds FJ644977
isolate TV177a E7 protein (E7) gene, complete cds FJ644988
isolate TV177a L1 protein (L1) gene, partial cds FJ645036
isolate TV158a E6 protein (E6) gene, partial cds FJ644976
isolate TV158a L1 protein (L1) gene, partial cds FJ645037
isolate TV160a L1 protein (L1) gene, partial cds FJ645038
isolate TV193a L1 protein (L1) gene, partial cds FJ645039
isolate TV182a L1 protein (L1) gene, partial cds FJ645040
isolate TV183a L1 protein (L1) gene, partial cds FJ645041
isolate TV219a E6 protein (E6) gene, partial cds FJ644981
isolate TV219a L1 protein (L1) gene, partial cds FJ645042
isolate TV212a E6 protein (E6) gene, partial cds FJ644979
isolate TV212a L1 protein (L1) gene, partial cds FJ645043
isolate TV225a E6 protein (E6) gene, partial cds FJ644983
isolate TV225a L1 protein (L1) gene, partial cds FJ645044
isolate TV238a L1 protein (L1) gene, partial cds FJ645045
isolate TV269a L1 protein (L1) gene, partial cds FJ645046
isolate TV250a L1 protein (L1) gene, partial cds FJ645047
isolate TV306a L1 protein (L1) gene, partial cds FJ645048
isolate TV293a L1 protein (L1) gene, partial cds FJ645049
isolate TV302a E6 protein (E6) gene, partial cds FJ644980
isolate TV302a E7 protein (E7) gene, complete cds FJ645017
isolate TV302a L1 protein (L1) gene, partial cds FJ645050
isolate TV320a L1 protein (L1) gene, partial cds FJ645051
isolate TV312a L1 protein (L1) gene, partial cds FJ645052
isolate TV328a E6 protein (E6) gene, partial cds FJ644971
isolate TV328a L1 protein (L1) gene, partial cds FJ645053
isolate TV338a E6 protein (E6) gene, partial cds FJ644969
isolate TV338a L1 protein (L1) gene, partial cds FJ645054
isolate TV334a E6 protein (E6) gene, partial cds FJ644973
isolate TV334a L1 protein (L1) gene, partial cds FJ645055
isolate TV349a L1 protein (L1) gene, partial cds FJ645056
isolate TV342a L1 protein (L1) gene, partial cds FJ645057
isolate TV348a L1 protein (L1) gene, partial cds FJ645058
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isolate TV351a L1 protein (L1) gene, partial cds FJ645059

isolate TV358a L1 protein (L1) gene, partial cds FJ645060

isolate TV365a E6 protein (E6) gene, partial cds FJ644987

isolate TV365a L1 protein (L1) gene, partial cds FJ645061

isolate PVPOAG6 major capsid protein L1-like gene, partial sequence DQ218250
isolate PVPOAS major capsid protein L1-like gene, partial sequence DQ218251
isolate PVPOA4 major capsid protein L1-like gene, partial sequence DQ218252
isolate PVPOA3 major capsid protein L1-like gene, partial sequence DQ218253
isolate PT 76-06 E6 gene, partial cds EF133492
isolate PT 190-00 E6 gene, partial cds EF133493
isolate PT 59-05 L1 protein gene, partial cds EF133497
isolate PT 62-05 L1 protein gene, partial cds EF133498
isolate PT 209-03 L1 protein gene, partial cds EF133499
strain SRB027AK EL1 protein (E1) gene, partial cds EU779709
strain SRBO38AK EL1 protein (E1) gene, partial cds EU779711
strain SRBO61AK truncated E1 protein (E1) gene, partial cds EU779714
strain SRB0O72AK E1 protein (E1) gene, partial cds EU779715
strain SRB172AK E1 protein (E1) gene, partial cds EU779719
strain SRB216AK E1 protein (E1) gene, partial cds EU779722
strain SRB121AK E1 protein (E1) gene, partial cds EU779733
strain SRB138AK EL1 protein (E1) gene, partial cds EU779736
strain SRB192AK E1 protein (E1) gene, partial cds EU779738
strain SRB206AK E1 protein (E1) gene, partial cds EU779721
strain SRB206AK L1 protein (L1) gene, partial cds EU779749
strain SRB216AK L1 protein (L1) gene, partial cds EU779752
strain SRB236AK L1 protein (L1) gene, partial cds EU779755
strain 02C L1 protein (L1) gene, partial cds GQ396224
strain 06C L1 protein (L1) gene, partial cds GQ396225
strain 07C L1 protein (L1) gene, partial cds GQ396226
strain 17C L1 protein (L1) gene, partial cds GQ396227
strain 19C L1 protein (L1) gene, partial cds GQ396228
strain 79C L1 protein (L1) gene, partial cds GQ396229
strain 04C L1 protein (L1) gene, partial cds GQ396230
strain 21C L1 protein (L1) gene, partial cds GQ396231
strain 29C L1 protein (L1) gene, partial cds GQ396232
strain 42C L1 protein (L1) gene, partial cds GQ396233
strain 62F L1 protein (L1) gene, partial cds GQ396234
strain 66C L1 protein (L1) gene, partial cds GQ396235
strain 86C L1 protein (L1) gene, partial cds GQ396236
isolate Bsbh-178 transforming protein E6 (E6) gene, complete cds AY098923
isolate Bsh-178 major capsid protein L1 (L1) gene, partial cds AY098921
isolate Bsh-29 transforming protein E6 (E6) gene, complete cds AY098918
isolate Bsh-29 major capsid protein L1 (L1) gene, partial cds AY098924
isolate Bsh-102 transforming protein E6 (E6) gene, complete cds AY098919
isolate Bsh-102 major capsid protein L1 (L1) gene, partial cds AY098925
isolate Bsh-14 transforming protein E6 (E6) gene, complete cds AY 098922
isolate Bsh-14 major capsid protein L1 (L1) gene, partial cds AY098926
type 16 cervical cancer (HPV16CC1) capsid protein L1 gene, partial cds, AF026034

and upstream regulatory region
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isolate HPV16URRCC2 L1 protein gene, partial cds and upstream AF404668
regulatory region

isolate HPV16URRCC3 L1 protein gene, partial cds and upstream AF404669
regulatory region

isolate HPV16URRCC4a L1 protein gene, partial cds and upstream AF404670
regulatory region

isolate HPV16URRCC4b upstream regulatory region sequence AF404671
isolate HPV16URRCCS L1 protein gene, partial cds and upstream AF404672
regulatory region

isolate HPV16URRCCS6 L1 protein gene, partial cds and upstream AF404673
regulatory region

isolate HPV16URRCCY7 L1 protein gene, partial cds and upstream AF404674
regulatory region

isolate HPV16URRCCS L1 protein gene, partial cds and upstream AF404675
regulatory region

isolate HPV16URRCC9 L1 protein gene, partial cds and upstream AF404676
regulatory region

isolate HPV16URRCC10 L1 protein gene, partial cds and upstream AF404677
regulatory region

isolate HPV16URRCCL11 L1 protein gene, partial cds and upstream AF404678
regulatory region

isolate HPV16URRCC12 L1 protein gene, partial cds and upstream AF404679
regulatory region

isolate HPV16URRCCL13 L1 protein gene, partial cds and upstream AF404680
regulatory region

isolate HPV16URRCC14 L1 protein gene, partial cds and upstream AF404681
regulatory region

isolate HPV16URRCCL15 L1 protein gene, partial cds and upstream AF404682
regulatory region

isolate HPV16URRCCL16 L1 protein gene, partial cds and upstream AF404683
regulatory region

isolate HPV16URRCCL17 L1 protein gene, partial cds and upstream AF404684
regulatory region

isolate HPV16URRCC18a L1 protein gene, partial cds and upstream AF404685
regulatory region

isolate HPV16URRCC19 L1 protein gene, partial cds and upstream AF404687
regulatory region

isolate HPV16URRCC20 L1 protein gene, partial cds and upstream AF404688
regulatory region

isolate HPV16URRCC21 L1 protein gene, partial cds and upstream AF404689
regulatory region

isolate HPV16URRCC22 L1 protein gene, partial cds and upstream AF404690
regulatory region

isolate HPV16URRCC23 L1 protein gene, partial cds and upstream AF404691
regulatory region

isolate 06JAN_PHL_MY003_08 L1 capsid protein(L1) gene, partial cds EU911013
isolate 06JAN_PHL_MY003_15 L1 capsid protein(L1) gene, partial cds EU911014
isolate 06JAN_PHL_MY003_18 L1 capsid protein(L1) gene, partial cds EU911015
isolate 06JAN_PHL_MY035_05 L1 capsid protein(L1) gene, partial cds EU911113
isolate 06JAN_PHL_MY035_12 L1 capsid protein(L1) gene, partial cds EU911115
isolate 06JAN_PHL_MY058 11 L1 capsid protein(L1) gene, partial cds EU911175
isolate 06JAN_PHL_MY058 18 L1 capsid protein (L1) gene, partial cds EU911177
isolate 06JAN_PHL_MY058 24 L1 capsid protein (L1) gene, partial cds EU911178
isolate 06JAN_PHL_MY074_03 truncated L1 capsid protein (L1) gene, EU911215
partial cds

isolate 06JAN_PHL_MYQ074_04 L1 capsid protein (L1) gene, partial cds EU911216
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isolate 06JAN_PHL_MY074_05 truncated L1 capsid protein (L1) gene, EU911217
artial cds

E)solate 06JAN_PHL_MY074_07 truncated L1 capsid protein (L1) gene, EU911218
artial cds

ipsolate 06JAN_PHL_MY074_10 L1 capsid protein(L1) gene, partial cds EU911219

isolate 06JAN_PHL_MY074_15 truncated L1 capsid protein (L1) gene, EU911220
artial cds

E)solate 06JAN_PHL_MY089 02 truncated L1 capsid protein (L1) gene, EU911270

partial cds

isolate 06JAN_PHL_MY089 03 L1 capsid protein(L1) gene, partial cds EU911271

isolate 06JAN_PHL_MY089 06 L1 capsid protein(L1) gene, partial cds EU911272

isolate 06JAN_PHL_MY089 12 L1 capsid protein (L1) gene, partial cds EU911273

isolate 06JAN_PHL_MY089 13 L1 capsid protein(L1) gene, partial cds EU911274

isolate 06JAN_PHL_MYQ098 02 L1 capsid protein (L1) gene, partial cds EU911296

isolate 06JAN_PHL_MY098 16 L1 capsid protein(L1) gene, partial cds EU911297

isolate 06JAN_PHL_MY127_02 L1 capsid protein(L1) gene, partial cds EU911377

isolate 06JAN_PHL_MY132_02 L1 capsid protein (L1) gene, partial cds EU911405

isolate 06JAN_PHL_MY132_05 L1 capsid protein(L1) gene, partial cds EU911406

isolate 06JAN_PHL_MY132_06 truncated L1 capsid protein (L1) gene, EU911407
artial cds

Fsolate 06JAN_PHL_MY132_10 truncated L1 capsid protein (L1) gene, EU911409
artial cds

Fsolate 06JAN_PHL_MY132_18 L1 capsid protein(L1) gene, partial cds EU911412

isolate 06JAN_PHL_MY132_24 L1 capsid protein (L1) gene, partial cds EU911415

isolate 06JAN_PHL_MY145 05 truncated L1 capsid protein (L1) gene, EU911443
artial cds

E)solate 06JAN_PHL_MY145 06 L1 capsid protein (L1) gene, partial cds EU911444

isolate 06JAN_PHL_MY145 08 truncated L1 capsid protein (L1) gene, EU911445
artial cds

Fsolate 06JAN_PHL_MY145 09 L1 capsid protein(L1) gene, partial cds EU911446

isolate 06JAN_PHL_MY145 10 truncated L1 capsid protein (L1) gene, EU911447

partial cds

isolate 06JAN_PHL_MY145 11 truncated L1 capsid protein (L1) gene, EU911448

partial cds

isolate 06JAN_PHL_MY145 12 truncated L1 capsid protein (L1) gene, EU911449

partial cds

isolate 06JAN_PHL_MY145 14 truncated L1 capsid protein (L1) gene, EU911450

partial cds

isolate 06JAN_PHL_MY152_01 truncated L1 capsid protein (L1) gene, EU911468

partial cds

isolate 06JAN_PHL_MY152 02 L1 capsid protein (L1) gene, partial cds EU911469

isolate 06JAN_PHL_MY152 03 L1 capsid protein (L1) gene, partial cds EU911470

isolate 06JAN_PHL_MY152_07 L1 capsid protein(L1) gene, partial cds EU911472

isolate 06JAN_PHL_MY152 10 L1 capsid protein(L1) gene, partial cds EU911473

isolate 06JAN_PHL_MY152_12 L1 capsid protein (L1) gene, partial cds EU911474

isolate 06JAN_PHL_MY154 12 truncated L1 capsid protein (L1) gene, EU911477

partial cds

isolate 06JAN_PHL_MY?222 03 L1 capsid protein (L1) gene, partial cds EU911665

isolate 06JAN_PHL_MY222 04 L1 capsid protein(L1) gene, partial cds EU911666

isolate 06JAN_PHL_MY222 11 L1 capsid protein(L1) gene, partial cds EU911673

isolate NM 4094, early transforming protein E6 (E6) gene, complete cds U34107

isolate NM 4094, late minor capsid protein L2 (L2) gene, partial cds U34196

isolate NM 4094, late major capsid protein L1 (L1) gene, partial cds U34165
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isolate NM 9999, early transforming protein E6 (E6) gene, complete cds U34108
isolate NM 9999, late minor capsid protein L2 (L2) gene, partial cds u34137
isolate NM 9999, late major capsid protein L1 (L1) gene, partial cds U34166
isolate NM T197, early transforming protein E6 (E6) gene, complete cds U34109
isolate NM T197, late minor capsid protein L2 (L2) gene, partial cds U34138
isolate NM T197, late major capsid protein L1 (L1) gene, partial cds U34167
isolate NM T446, early transforming protein E6 (E6) gene, complete cds U34110
isolate NM T4486, late minor capsid protein L2 (L2) gene, partial cds U34139
isolate NM T446, late major capsid protein L1 (L1) gene, partial cds U34168
isolate NM T455, early transforming protein E6 (E6) gene, complete cds U34111
isolate NM T455, late minor capsid protein L2 (L2) gene, partial cds U34140
isolate NM T455, late major capsid protein L1 (L1) gene, partial cds U34169
isolate NM T529, early transforming protein E6 (E6) gene, complete cds U34112
isolate NM T529, late minor capsid protein L2 (L2) gene, partial cds U34141
isolate NM T529, late major capsid protein L1 (L1) gene, partial cds U34170
isolate OR 0198, late minor capsid protein L2 (L2) gene, partial cds U34142
isolate OR 0198, early transforming protein E6 (E6) gene, complete cds U34113
isolate OR 0198, late major capsid protein L1 (L1) gene, partial cds U34171
isolate OR 1905, early transforming protein E6 (E6) gene, complete cds U34114
isolate OR 1905 regulatory protein E2 hinge region (E2) gene, partial cds | AF120682
isolate OR 1905 E5 protein (E5) gene, complete cds AF120703
isolate OR 1905, late minor capsid protein L2 (L2) gene, partial cds U34143
isolate OR 1905, late major capsid protein L1 (L1) gene, partial cds u34172
isolate OR 2087, early transforming protein E6 (E6) gene, complete cds U34115
isolate OR 2087 regulatory protein E2 hinge region (E2) gene, partial cds | AF120678
isolate OR 2087 ES5 protein (E5) gene, complete cds AF120701
isolate OR 2087, late minor capsid protein L2 (L2) gene, partial cds U34144
isolate OR 2087, late major capsid protein L1 (L1) gene, partial cds U34173
isolate OR 3136, early transforming protein E6 (E6) gene, complete cds U34116
isolate OR3136 E5 protein (E5) gene, complete cds AF120710
isolate OR 3136, late minor capsid protein L2 (L2) gene, partial cds U34145
isolate OR 3136, late major capsid protein L1 (L1) gene, partial cds U34174
isolate OR 3473, early transforming protein E6 (E6) gene, complete cds uU34117
isolate OR 3473 regulatory protein E2 hinge region (E2) gene, partial cds | AF120685
isolate OR 3473, late minor capsid protein L2 (L2) gene, partial cds U34146
isolate OR 3473, late major capsid protein L1 (L1) gene, partial cds U34175
isolate OR 3759, early transforming protein E6 (E6) gene, complete cds U34118
isolate OR 3759 regulatory protein E2 hinge region (E2) gene, partial cds | AF120686
isolate OR 3759 ES5 protein (E5) gene, complete cds AF120705
isolate OR 3759, late minor capsid protein L2 (L2) gene, partial cds u34147
isolate OR 3759, late major capsid protein L1 (L1) gene, partial cds U34176
isolate OR 4541, early transforming protein E6 (E6) gene, complete cds U34119
isolate OR 4541 regulatory protein E2 hinge region (E2) gene, partial cds | AF120689
isolate OR 4541 ES5 protein (E5) gene, complete cds AF120711
isolate OR 4541, late minor capsid protein L2 (L2) gene, partial cds U34148
isolate OR 4541, late major capsid protein L1 (L1) gene, partial cds u34177
isolate OR 4716, early transforming protein E6 (E6) gene, complete cds U34120
isolate OR 4716, late minor capsid protein L2 (L2) gene, partial cds U34149
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isolate OR 4716, late major capsid protein L1 (L1) gene, partial cds Uu34178
isolate OR 4724 regulatory protein E2 hinge region (E2) gene, partial cds | AF120674
isolate OR 4724, early transforming protein E6 (E6) gene, complete cds U34121
isolate OR 4724 ES5 protein (E5) gene, complete cds AF120695
isolate OR 4724, late minor capsid protein L2 (L2) gene, partial cds U34150
isolate OR 4724, late major capsid protein L1 (L1) gene, partial cds U34179
isolate OR 4997, early transforming protein E6 (E6) gene, complete cds U34122
isolate OR 4997 regulatory protein E2 hinge region (E2) gene, partial cds | AF120675
isolate OR4997 ES5 protein (E5) gene, complete cds AF120696
isolate OR 4997, late minor capsid protein L2 (L2) gene, partial cds U34151
isolate OR 4997, late major capsid protein L1 (L1) gene, partial cds U34180
isolate OR 5110, early transforming protein E6 (E6) gene, complete cds U34123
isolate OR 5110 ES5 protein (E5) gene, complete cds AF120694
isolate OR 5110, late minor capsid protein L2 (L2) gene, partial cds U34152
isolate OR 5110, late major capsid protein L1 (L1) gene, partial cds U34181
isolate OR 5428, early transforming protein E6 (E6) gene, complete cds U34124
isolate OR 5428 regulatory protein E2 hinge region (E2) gene, partial cds | AF120679
isolate OR 5428, late minor capsid protein L2 (L2) gene, partial cds U34153
isolate OR 5428, late major capsid protein L1 (L1) gene, partial cds U34182
isolate OR 6106, early transforming protein E6 (E6) gene, complete cds U34125
isolate OR 6106, late minor capsid protein L2 (L2) gene, partial cds U34154
isolate OR 6106, late major capsid protein L1 (L1) gene, partial cds U34183
isolate OR 6170, early transforming protein E6 (E6) gene, complete cds U34126
isolate OR 6170 E5 protein (E5) gene, complete cds AF120698
isolate OR 6170, late minor capsid protein L2 (L2) gene, partial cds U34155
isolate OR 6170, late major capsid protein L1 (L1) gene, partial cds u34184
isolate OR 6311, early transforming protein E6 (E6) gene, complete cds U34127
isolate OR 6311 regulatory protein E2 hinge region (E2) gene, partial cds | AF120676
isolate OR 6311 ES5 protein (E5) gene, complete cds AF120697
isolate OR 6311, late minor capsid protein L2 (L2) gene, partial cds U34156
isolate OR 6311, late major capsid protein L1 (L1) gene, partial cds U34185
isolate OR 7145, early transforming protein E6 (E6) gene, complete cds U34128
isolate OR 7145 ES5 protein (E5) gene, complete cds AF120706
isolate OR 7145, late minor capsid protein L2 (L2) gene, partial cds U34157
isolate OR 7145, late major capsid protein L1 (L1) gene, partial cds U34186
isolate OR 7574, early transforming protein E6 (E6) gene, complete cds U34129
isolate OR 7574 regulatory protein E2 hinge region (E2) gene, partial cds | AF120680
isolate OR 7574, late minor capsid protein L2 (L2) gene, partial cds U34158
isolate OR 7574, late major capsid protein L1 (L1) gene, partial cds u34187
isolate OR 7587, early transforming protein E6 (E6) gene, complete cds U34130
isolate OR 7587 regulatory protein E2 hinge region (E2) gene, partial cds | AF120681
isolate OR 7587 ES5 protein (E5) gene, complete cds AF120702
isolate OR 7587, late minor capsid protein L2 (L2) gene, partial cds U34159
isolate OR 7587, late major capsid protein L1 (L1) gene, partial cds U34188
isolate OR 7632, early transforming protein E6 (E6) gene, complete cds U34131
isolate OR 7632, late minor capsid protein L2 (L2) gene, partial cds U34160
isolate OR 7632, late major capsid protein L1 (L1) gene, partial cds U34189
isolate OR 8160, early transforming protein E6 (E6) gene, complete cds U34132
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isolate OR 8160 regulatory protein E2 hinge region (E2) gene, partial cds | AF120690
isolate OR 8160, late minor capsid protein L2 (L2) gene, partial cds U34161

isolate OR 8160, late major capsid protein L1 (L1) gene, partial cds U34190

isolate OR 8329, early transforming protein E6 (E6) gene, complete cds U34133

isolate OR 8329 E5 protein (E5) gene, complete cds AF120699
isolate OR 8329, late minor capsid protein L2 (L2) gene, partial cds U34162

isolate OR 8329, late major capsid protein L1 (L1) gene, partial cds U34191

isolate OR 8987, early transforming protein E6 (E6) gene, complete cds U34134

isolate OR 8987, late minor capsid protein L2 (L2) gene, partial cds U34163

isolate OR 8987, late major capsid protein L1 (L1) gene, partial cds U34192

isolate OR 9237, early transforming protein E6 (E6) gene, complete cds U34135

isolate OR 9237, late minor capsid protein L2 (L2) gene, partial cds U34164

isolate OR 9237, late major capsid protein L1 (L1) gene, partial cds U34193

isolate OR7908 regulatory protein E2 hinge region (E2) gene, partial cds AF120691
isolate OR 5691 regulatory protein E2 hinge region (E2) gene, partial cds | AF120693
isolate OR5691 E5 protein (E5) gene, complete cds AF120713
isolate 1S30 regulatory protein E2 hinge region (E2) gene, partial cds AF120677
isolate 1S393 regulatory protein E2 hinge region (E2) gene, partial cds AF120683
isolate 1S398 regulatory protein E2 hinge region (E2) gene, partial cds AF120684
isolate 1S812 regulatory protein E2 hinge region (E2) gene, partial cds AF120687
isolate 1S808 regulatory protein E2 hinge region (E2) gene, partial cds AF120688
isolate 1S808 E5 protein (E5) gene, complete cds AF120707
isolate 1S21 regulatory protein E2 hinge region (E2) gene, partial cds AF120692
isolate 1S21 E5 protein (E5) gene, complete cds AF120712
isolate 1S244 E5 protein (E5) gene, complete cds AF120700
isolate 1S347 E5 protein (E5) gene, complete cds AF120704
isolate 1S825 E5 protein (E5) gene, complete cds AF120708
isolate 1S811 E5 protein (E5) gene, complete cds AF120709
type 16 E2 protein (E2) mRNA, complete cds AF515620
predicted E2 fusion protein gene, complete cds M15780

isolate DAG1 E2 protein variant (E2) gene, complete cds AF193425
isolate DAG2 E2 protein variant (E2) gene, complete cds AF193426
isolate DAG3 E2 protein variant (E2) gene, complete cds AF193427
isolate DAG4 E2 protein variant (E2) gene, complete cds AF193428
isolate DAG5 E2 protein variant (E2) gene, complete cds AF193429
isolate DAG6 E2 protein variant (E2) gene, complete cds AF193430
isolate H995 regulatory protein E2 (E2) gene, complete cds AF067028
isolate H936 regulatory protein E2 (E2) gene, complete cds AF067029
isolate HO50 regulatory protein E2 (E2) gene, complete cds AF067030
isolate H990 regulatory protein E2 (E2) gene, complete cds AF067031
isolate HI955 regulatory protein E2 (E2) gene, complete cds AF067032
isolate H982 regulatory protein E2 (E2) gene, complete cds AF067033
isolate HO59 regulatory protein E2 (E2) gene, complete cds AF067034
isolate HO33 regulatory protein E2 (E2) gene, complete cds AF067035
isolate ColC31 E1 gene, partial cds DQ191450
isolate ColC82 E1 gene, partial cds DQ191451
isolate ColC10 E1 gene, partial cds DQ191452
isolate ColC115 E1 gene, partial cds DQ191453
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isolate ColC78 E1 gene, partial cds DQ191454
isolate ColC34 E1 gene, partial cds DQ191456
isolate ColC43 E1 gene, partial cds DQ191457
isolate ColC23 E1 gene, partial cds DQ191458
isolate ColC86 E1 gene, partial cds DQ191459
isolate ColC93 E2 gene, complete cds DQ191461
isolate ColC91 E2 gene, complete cds DQ191462
isolate ColC113 E1 gene, partial cds DQ191455
isolate ColC113E2 E2 gene, complete cds DQ191463
isolate ColC65 E2 gene, complete cds DQ191464
isolate ColC46 E1 gene, partial cds DQ191460
isolate ColC46 E2 gene, complete cds DQ191465
strain HPV16/AA-a E2 (E2) gene, complete cds AF115831
strain HPV16/AA-c E2 (E2) gene, complete cds AF115832
isolate b00711 E6 (E6) and E7 (E7) genes, complete cds FJ415228
isolate b00721 E6 (E6) and E7 (E7) genes, complete cds FJ429103
isolate b00368 E6 (E6) and E7 (E7) genes, complete cds EU869316
isolate b00408 E6 (E6) and E7 (E7) genes, complete cds EU869317
isolate b00441 E6 (E6) and E7 (E7) genes, complete cds EU869318
isolate b00480 E6 (E6) and E7 (E7) genes, complete cds FJ237041
isolate b00484 E6 (E6) and E7 (E7) genes, complete cds FJ237042
E6 gene and partial E7 gene, isolate ET182G AJ242681
E6 gene and partial E7 gene, isolate EA7768T AJ388056
E6 gene and partial E7 gene, isolate EG169G AJ388057
E6 gene and partial E7 gene, isolate EA246T AJ388058
E6 gene and partial E7 gene, isolate EA246T.2 AJ388059
E6 gene and partial E7 gene, isolate EC410T AJ388060
E6 gene and partial E7 gene, isolate EA7496T AJ388061
E6 gene and partial E7 gene, isolate AFA7689T AJ388062
E6 gene and partial E7 gene, isolate AFC7834T AJ288063
E6 gene and partial E7 gene, isolate AA AJ388064
E6 gene and partial E7 gene, isolate AA.Af AJ388065
E6 gene and partial E7 gene, isolate As AJ388066
E6 gene and partial E7 gene, isolate AFC7799T AJ388067
E6 gene and partial E7 gene, isolate AFG7611T AJ388068
E6 gene and partial E7 gene, isolate EC169GDEL AJ388069
isolate HPV16E6CCL E6 protein (E6) and E7 protein (E7) genes, partial AF404692
cds

isolate HPV16E6CC?2 E6 protein (E6) and E7 protein (E7) genes, partial AF404693
cds

isolate HPV16E6CC3 E6 protein (E6) and E7 protein (E7) genes, partial AF404694
cds

isolate HPV16E6CCA4 E6 protein (E6) and E7 protein (E7) genes, partial AF404795
cds

isolate HPV16E6CCS5 E6 protein (E6) and E7 protein (E7) genes, partial AF404796
cds

isolate HPV16E6CC6 E6 protein (E6) and E7 protein (E7) genes, partial AF404697
cds

isolate HPV16E6CCY7 EG6 protein (E6) and E7 protein (E7) genes, partial AF404698
cds

isolate HPV16E6CCS8 E6 protein (E6) and E7 protein (E7) genes, partial AF404699
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cds

isolate HPV16E6CC9 E6 protein (E6) and E7 protein (E7) genes, partial AF404700

cds

isolate HPV16E6CC10 E6 protein (E6) and E7 protein (E7) genes, partial | AF404701

cds

isolate HPV16E6CC11 E6 protein (E6) and E7 protein (E7) genes, partial | AF404702

cds

isolate HPV16E6CC12 E6 protein (E6) and E7 protein (E7) genes, partial | AF404703

cds

isolate HPV16E6CC14 EG6 protein (E6) and E7 protein (E7) genes, partial | AF404705

cds

isolate HPV16E6CCL15 E6 protein (E6) and E7 protein (E7) genes, partial | AF404706

cds

isolate VN-KL161 nonfunctional transforming protein E7 gene, complete EF432733

sequence; and putative transforming protein (E6) gene, complete cds

isolate KE6-1 E6 protein (E6) gene, complete cds; and E7 protein (E7) AF187866

gene, partial cds

isolate KE6-2 E6 protein (E6) gene, complete cds; and E7 protein (E7) AF187865

gene, partial cds

isolate KE6-3 E6 protein (E6) gene, complete cds; and E7 protein (E7) AF187868

gene, partial cds

16 isolate KE6-4 E6 protein (E6) gene, complete cds; and E7 protein (E7) | AF187869

gene, partial cds

isolate OAX104 early transforming protein E6 (E6) and early transforming | AY089851

protein E7 (E7) genes, complete cds

isolate OAX149 early transforming protein E6 (E6) and early transforming | AY(089852

protein E7 (E7) genes, complete cds

isolate OAX263 early transforming protein E6 (E6) and early transforming | AY089853

protein E7 (E7) genes, complete cds

isolate OAX298 early transforming protein E6 (E6) and early transforming | AY089954

protein E7 (E7) genes, complete cds

isolate OAX372 early transforming protein E6 (E6) and early transforming | AY089955

protein E7 (E7) genes, complete cds

E6 oncoprotein (E6) gene, complete cds; and E7 oncoprotein (E7) gene, AF469197
artial cds

26 protein (E6) gene, complete cds; and E7 protein (E7) gene, partial cds | AF469198

strain CU17 E1 gene, partial cds GQ161253

strain CU18 E1 gene, partial cds GQ161254

strain CU21 E1 gene, partial cds GQ161257

strain CU22 E1 gene, partial cds GQ161258

strain CU31 E1 gene, partial cds GQ161267

strain CU53 E1 gene, partial cds GQ161289

strain CU57 E1 gene, partial cds GQ161293

strain CU58 E1 gene, partial cds GQ161294

strain CU61 E1 gene, partial cds GQ161297

strain CU67 E1 gene, partial cds GQ161303

strain CU78 E1 gene, partial cds GQ161314

strain CU92 E1 gene, partial cds GQ161328

strain CU99 E1 gene, partial cds GQ161335

strain CU100 E1 gene, partial cds GQ161336

strain CU102 E1 gene, partial cds GQ161338

strain CU106 E1 gene, partial cds GQ161342

strain CU123 E1 gene, partial cds GQ161359

strain CU128 E1 gene, partial cds GQ161364
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strain CU135 E1 gene, partial cds GQ161371
strain CU136 E1 gene, partial cds GQ161372
strain CU138 E1 gene, partial cds GQ161374
strain CU142 E1 gene, partial cds GQ161378
strain CU151 E1 gene, partial cds GQ161387
strain CU160 E1 gene, partial cds GQ161396
strain CU161 E1 gene, partial cds GQ161397
strain CU162 E1 gene, partial cds GQ161398
strain CU166 E1 gene, partial cds GQ161402
strain CU175 E1 gene, partial cds GQ161411
strain CU179 E1 gene, partial cds GQ161415
strain CU182 E1 gene, partial cds GQ161418
strain CU183 E1 gene, partial cds GQ161419
strain CU188 E1 gene, partial cds GQ161424
strain CU193 E1 gene, partial cds GQ161429
strain CU196 E1 gene, partial cds GQ161432
strain CU197 E1 gene, partial cds GQ161433
strain CU198 E1 gene, partial cds GQ161434
strain CU200 E1 gene, partial cds GQ161436
strain CU217 E1 gene, partial cds GQ161453
strain CU226 E1 gene, partial cds GQ161462
strain CU233 E1 gene, partial cds GQ161469
strain CU247 E1 gene, partial cds GQ161483
strain CU251 E1 gene, partial cds GQ161487
strain CU254 E1 gene, partial cds GQ161490
strain CU256 E1 gene, partial cds GQ161492
strain CU281 E1 gene, partial cds (161517
strain CU282 E1 gene, partial cds GQ161518
strain CU283 E1 gene, partial cds GQ161519
strain CU298 E1 gene, partial cds GQ161534
strain CU308 E1 gene, partial cds GQ161544
strain CU310 E1 gene, partial cds GQ161546
strain CU313 E1 gene, partial cds GQ161549
strain CU318 E1 gene, partial cds GQ161554
strain CU319 E1 gene, partial cds GQ161555
strain CU320 E1 gene, partial cds GQ161556
strain CU331 E1 gene, partial cds GQ161567
strain CU334 E1 gene, partial cds GQ161570
strain CU336 E1 gene, partial cds GQ161572
strain CU339 E1 gene, partial cds GQ161575
strain CU341 E1 gene, partial cds GQ161577
strain CU345 E1 gene, partial cds GQ161581
strain CU353 E1 gene, partial cds GQ161589
strain CU354 E1 gene, partial cds GQ161590
strain CU357 E1 gene, partial cds GQ161593
strain CU363 E1 gene, partial cds GQ161599
strain CU365 E1 gene, partial cds GQ161601
strain CU366 E1 gene, partial cds GQ161602
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strain CU368 E1 gene, partial cds GQ161604
strain CU377 E1 gene, partial cds GQ161613
strain CU379 E1 gene, partial cds GQ161615
strain CU380 E1 gene, partial cds GQ161616
strain CU381 E1 gene, partial cds GQ161617
strain CU382 E1 gene, partial cds GQ161618
strain CU384 E1 gene, partial cds GQ161620
strain CU386 E1 gene, partial cds GQ161622
strain CU387 E1 gene, partial cds GQ161623
strain CU388 E1 gene, partial cds GQ161624
strain CU389 E1 gene, partial cds GQ161625
strain CU390 E1 gene, partial cds GQ161626
strain CU391 E1 gene, partial cds GQ161627
strain CU394 E1 gene, partial cds GQ161630
strain CU397 E1 gene, partial cds GQ161633
strain CU401 E1 gene, partial cds GQ161637
strain CU402 E1 gene, partial cds GQ161638
strain CU403 E1 gene, partial cds GQ161639
strain CU406 E1 gene, partial cds GQ161642
strain CU409 E1 gene, partial cds GQ161645
strain CU410 E1 gene, partial cds GQ161646
strain CU411 E1 gene, partial cds GQ161647
strain CU417 E1 gene, partial cds GQ161653
strain CU418 E1 gene, partial cds GQ161654
strain CU420 E1 gene, partial cds GQ161656
strain CU424 E1 gene, partial cds GQ161660
strain CU425 E1 gene, partial cds GQ161661
strain CU426 E1 gene, partial cds GQ161662
strain CU427 E1 gene, partial cds GQ161663
strain CU431 E1 gene, partial cds GQ161667
strain CU440 E1 gene, partial cds GQ161676
strain CU445 E1 gene, partial cds GQ161681
strain CU449 E1 gene, partial cds GQ161685
strain CU453 E1 gene, partial cds GQ161689
strain CU455 E1 gene, partial cds GQ161691
strain CU372 E1 gene, partial cds GQ161608
strain CU383 E1 gene, partial cds GQ161619
strain CU464 E1 gene, partial cds GQ161700
strain CU472 E1 gene, partial cds GQ161708
strain CU475 E1 gene, partial cds GQ161711
strain CU490 E1 gene, partial cds GQ161725
strain CU498 E1 gene, partial cds GQ161733
strain CU499 E1 gene, partial cds GQ161734
strain CU500 E1 gene, partial cds GQ161735
strain CU510 E1 gene, partial cds GQ161745
strain CU486 E1 gene, partial cds GQ161751
isolate 1 E1 (E1) gene, partial cds AF548865
isolate 2 E1 (E1) gene, partial cds AF548866
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isolate 3 E1 (E1) gene, partial cds AF548867
isolate 4 E1 (E1) gene, partial cds AF548868
isolate 5 E1 (E1) gene, partial cds AF548869
strain 3255 5' junction sequence AF190177
strain 3156 3' junction sequence AF190178
strain 3156 5' junction sequence AF190179
strain 338 3' junction sequence AF190180
strain 338 5' junction sequence AF190181
Human/papillomavirus 16 3' junction M17257
Human papillomavirus type 16/human cervical cell DNA, right junction M13257
long control region: L1 orf, E6 orf {LCR microheterogeneity} [human S60413
papillomavirus type 16 HPV 186, isolate C3, Genomic, 883 nt]

{L1 region, squamous vulvar cancer isolate} [human papillomavirus type | S65833

16 HPV16, Genomic, 356 nt]

{L1 region, verrucous cancer of foot isolate} [human papillomavirus type | S65837

16 HPV16, Genomic, 329 nt]

L1 [human papillomavirus type 16 HPV16, Genomic, 452 nt] S71514
{LCR, long control region} [human papillomavirus type 16 HPV 16, S67066
variant B, Genomic, 671 nt]

{LCR, long control region} [human papillomavirus type 16 HPV 16, S67041
variant A, Genomic, 458 nt]

{long control region} [human papillomavirus, type 16, Genomic, 860 nt] S60559

type 16 long control region sequence

AIIO: AF003032
EQX: AF003036

isolate H926 long control region, complete sequence AF067024
isolate HO59 long control region, complete sequence AF067025
isolate H936 long control region, complete sequence AF067026
isolate HO33 long control region, complete sequence AF067027
isolate Bsh-01 long control region, partial sequence AY620371
isolate Bsbh-3 long control region, partial sequence AY620372
isolate Bsb-5 long control region, partial sequence AY620373
isolate Bsbh-6 long control region, partial sequence AY620374
isolate Bsb-9 long control region, partial sequence AY620375
isolate Bsb-14 long control region, partial sequence AY620376
isolate Bsb-17 long control region, partial sequence AY620377
type 16 long control region partial genomic sequence AY 626164
isolate Bsh-29 long control region, partial sequence AY 626165
isolate Bsh-32 long control region, partial sequence AY 626166
isolate Bsh-47 long control region, partial sequence AY626167
isolate Bsh-53 long control region, partial sequence AY 626168
isolate Bsb-59 long control region, partial sequence AY626169
isolate Bsbh-81 transforming protein E6 (E6) gene, complete cds AY112662
isolate Bsb-81 long control region, partial sequence AY626170
isolate Bsh-102 long control region, partial sequence AY626171
isolate Bsb-128 long control region, partial sequence AY626172
isolate Bsbh-142 long control region, partial sequence AY626173
isolate Bsh-159 long control region, partial sequence AY626174
isolate Bsh-172 long control region, partial sequence AY626175
isolate Bsh-178 long control region, partial sequence AY626176
isolate Bsh-183 long control region, partial sequence AY626177
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isolate Bsb-186 long control region, partial sequence AY626178
isolate Bsh-186 transforming protein E6 (E6) gene, complete cds AY112663
isolate MI11/02 long control region (LCR) genomic sequence EU650428
isolate MI12/02 long control region (LCR) genomic sequence EU650429

ATIO: isolate M11/03 long control region (LCR) genomic sequence
EQZX : isolate M19/03 long control region (LCR) genomic sequence

AIIO: EU650430
EQX: EU650438

isolate MI11/04 long control region (LCR) genomic sequence EU650439
isolate MI11/05 long control region (LCR) genomic sequence EU650440
isolate MI12/05 long control region (LCR) genomic sequence EU650441
isolate MI13/05 long control region (LCR) genomic sequence EU650442
isolate M14/05 long control region (LCR) genomic sequence EU650443

AIIO: isolate M11/06 long control region (LCR) genomic sequence
EQX : isolate MI122/06 long control region (LCR) genomic sequence

AIIO: EU650444
EQX: EU650465

ATIO: isolate M11/07 long control region (LCR) genomic sequence
EQX : isolate M118/07 long control region (LCR) genomic sequence

AITO: EU650466
EQX: EU650483

isolate MI11/08 long control region (LCR) genomic sequence EU650484
isolate MI12/08 long control region (LCR) genomic sequence EU650485
isolate URRHPV16-C12 long control region sequence AY552070
isolate URRHPV16-C24 long control region sequence AY552071
isolate URRHPV16-C27 long control region sequence AY552072
isolate URRHPV16-C43 long control region sequence AY552073
isolate URRHPV16-C3 long control region sequence AY552074
isolate URRHPV16-C7 long control region sequence AY552075
isolate URRHPV16-C9 long control region sequence AY552076
isolate URRHPV16-C10 long control region sequence AY552077
isolate URRHPV16-C51 long control region sequence AY552078
clone 97a long control region, partial sequence DQ422775
clone 93a long control region, partial sequence DQ422776
clone 91a long control region, partial sequence DQ422777
clone 90a long control region, partial sequence DQ422778
clone 88a long control region, partial sequence DQ422779
clone 87a long control region, partial sequence DQ422780
clone 86a long control region, partial sequence DQ422781
clone 84a long control region, partial sequence DQ422782
clone 7a long control region, partial sequence DQ422783
clone 79a long control region, partial sequence DQ422784
clone 78a long control region, partial sequence DQ422785
clone 69a long control region, partial sequence DQ422786
clone 67a long control region, partial sequence DQ422787
clone 61a long control region, partial sequence DQ422788
clone 60a long control region, partial sequence DQ422789
clone 45a long control region, partial sequence DQ422790
clone 17a long control region, partial sequence DQ422791
clone M8a long control region, partial sequence DQ422792
clone M7a long control region, partial sequence DQ422793
clone M6a long control region, partial sequence DQ422794
clone M5a long control region, partial sequence DQ422795
clone M9a long control region, partial sequence DQ422796
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clone M4a long control region, partial sequence DQ422797
clone M3a long control region, partial sequence DQ422798
clone M2a long control region, partial sequence DQ422799
clone M1a long control region, partial sequence DQ422800
clone M15a long control region, partial sequence DQ422801
clone M14a long control region, partial sequence DQ422802
clone M13a long control region, partial sequence DQ422803
clone M12a long control region, partial sequence DQ422804
clone M11a long control region, partial sequence DQ422805
clone M10a long control region, partial sequence DQ422806
isolate 27MX long control region, partial sequence AY453867
isolate 44MX long control region, partial sequence AY453868
isolate 112MX long control region, partial sequence AY453873
isolate 114MX long control region, partial sequence AY453874
isolate 129MX long control region, partial sequence AY453875
isolate 138MX long control region, partial sequence AY453877
isolate 142MX long control region, partial sequence AY453880
isolate 292MX long control region, partial sequence AY453900
isolate 402MX long control region, partial sequence AY453918
isolate 687MX long control region, partial sequence AY453953
isolate 730MX long control region, partial sequence AY453954
isolate 789MX long control region, partial sequence AY453960
isolate 893MX long control region, partial sequence AY453968
isolate 1066MX long control region, partial sequence AY453972
isolate 1074MX long control region, partial sequence AY453973
isolate 1227MX long control region, partial sequence AY453974
isolate 117MX long control region, partial sequence AY453975

E5 protein, complete cds

AIIO: M83869
EQX : M83884

partial E5 gene, isolate 445 AJ244833
partial E5 gene, isolate 689 AJ244834
partial E5 gene, isolate 183 AJ244835
partial E5 gene, isolate 120 AJ244836
partial E5 gene, isolate 767 AJ244837
partial E5 gene, isolate 392 AJ244838
partial E5 gene, isolate 220 AJ244839
partial E5 gene, isolate twp3 AJ244840
partial E5 gene, isolate 222 AJ244841
partial E5 gene, isolate 161 AJ244842
partial E5 gene, isolate 192A AJ244843
partial E5 gene, isolate 167 AJ244844
partial E5 gene, isolate 89 AJ244845
partial E5 gene, isolate 226 AJ244846
partial E5 gene, isolate 190 AJ244847
partial E5 gene, isolate 191 AJ244848
partial E5 gene, isolate 199 AJ244849
partial E5 gene, isolate 721A AJ244850
partial E5 gene, isolate 721B AJ244851
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partial E5 gene, isolate 721C AJ244852
partial E5 gene, isolate 721D AJ244853
partial E5 gene, isolate 1709A AJ244854
partial E5 gene, isolate 17098 AJ244855
partial E5 gene, isolate 1709C AJ244856
partial E5 gene, isolate HEP1A AJ244857
partial E5 gene, isolate TSS2A AJ244858
partial E5 gene, isolate TSS2C AJ244859
partial E5 gene, isolate HTH2 AJ244860
partial E5 gene, isolate TSS2D AJ244861
partial E5 gene, isolate TRL6A AJ244862
partial E5 gene, isolate 9785 AJ244863
partial E5 gene, isolate TSS2B AJ244864
partial E5 gene, isolate 192B AJ244865
partial E5 gene, isolate 251 AJ244866
partial E5 gene, isolate 238 AJ244867
partial E5 gene, isolate TDR5 AJ244868
partial E5 gene, isolate HEP1B AJ244869
partial E5 gene, isolate TMNGA AJ244870
partial E5 gene, isolate TMNG6B AJ244871
partial E5 gene, isolate 440 AJ244872
partial E5 gene, isolate 217 AJ244873
partial E5 gene, isolate TRL6B AJ244874
partial E5 gene, isolate HAP1A AJ244875
partial E5 gene, isolate HAP1B AJ244876
partial E5 gene, isolate HMNO1A AJ244877
partial E5 gene, isolate HMNO1B AJ244878
partial E5 gene, isolate Siha AJ244879
partial E5 gene, isolate 781 AJ244880
partial E5 gene, isolate Caski AJ244881
partial E5 gene, isolate Ted4 AJ244882
partial E5 gene, isolate hAP1C AJ244883
clone HPV1601 E6 protein (E6) gene, partial cds Uu14511

clone HPV1603 EG6 protein (E6) gene, partial cds u14512

clone HPV1607 EG6 protein (E6) gene, partial cds U14513

clone HPV1627 EG6 protein (E6) gene, partial cds U14514

clone HPV1629 E6 protein (E6) gene, partial cds U14515

clone HPV1649 E6 protein (E6) gene, partial cds u14516

AIIO: isolate HPV16-1 EG6 protein (E6) gene, complete cds
EQZX : isolate HPV16-38 E6 protein (E6) gene, complete cds

AIIO: EU880235
EQX : EU880272

isolate VN-EG6 putative transforming protein (E6) gene, complete cds EU003515
isolate NCVI-01-E6 oncoprotein E6 (E6) gene, complete cds HMA475306
isolate NVV1002 E6 protein gene, partial cds GU951526
isolate NV1039 EG6 protein gene, partial cds GU951527
isolate NVV1008 E6 protein gene, partial cds GU951528
strain P56 E6 protein (E6) gene, complete cds EF422093
strain P415 EG6 protein (E6) gene, complete cds EF422094
strain P170 E6 protein (E6) gene, complete cds EF422095
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strain P343 E6 protein (E6) gene, complete cds EF422096
strain P385 E6 protein (E6) gene, complete cds EF422097
strain P403 E6 protein (E6) gene, complete cds EF422098
strain P1161 E6 protein (E6) gene, complete cds EF422099
strain P393 EG6 protein (E6) gene, complete cds EF422100
strain P410 EG6 protein (E6) gene, complete cds EF422101
strain P410 E7 protein (E7) gene, complete cds EF422131
strain P596 E6 protein (E6) gene, complete cds EF422102
strain P600 E6 protein (E6) gene, complete cds EF422103
strain P42 EG6 protein (E6) gene, complete cds EF422104
strain P769 E6 protein (E6) gene, complete cds EF422105
strain P799 EG6 protein (E6) gene, complete cds EF422106
strain P318 E6 protein (E6) gene, complete cds EF422107
strain P209 EG6 protein (E6) gene, complete cds EF422108
isolate PT9FF nonfunctional E6 gene, complete sequence EF424413
isolate PT54FF E6 gene, complete cds EF424414
isolate PT66FF E6 gene, partial cds EF424415
isolate PT104FF E6 gene, complete cds EF424416
isolate PT539-06 E6 protein gene, complete cds EF433432
isolate PT543-06 E6 protein gene, complete cds EF433433
isolate PT 465-06 E6 gene, complete sequence EF373909
strain As-P isolate PWH-Q24 EG6 protein (E6) gene, complete cds AF486299
strain As-P isolate PWH-Q59 E6 protein (E6) gene, complete cds AF486300
strain As-P isolate QEH-2076 E6 protein (E6) gene, complete cds AF486301
strain As-P isolate PWH-Q81 EG6 protein (E6) gene, complete cds AF486302
strain As-C131 isolate QEH-173 E6 protein (E6) gene, complete cds AF486303
strain As-C442 isolate PWH-Q73 E6 protein (E6) gene, complete cds AF486304
strain As-C442 isolate PWH-Q49 EG6 protein (E6) gene, complete cds AF486305
strain As-C193 isolate QEH-94 EG6 protein (E6) gene, complete cds AF486306
strain As-G137 isolate QEH-683 EG6 protein (E6) gene, complete cds AF486307
strain As-A178 isolate QEH-186 EG6 protein (E6) gene, complete cds AF486308
strain As-A267 isolate PWH-Q66 EG6 protein (E6) gene, complete cds AF486309
strain E-P isolate PWH-Q42 EG6 protein (E6) gene, complete cds AF486310
strain E-P isolate PWH-Q15 EG6 protein (E6) gene, complete cds AF486311
strain E-P isolate QEH-525 E6 protein (E6) gene, complete cds AF486312
strain E-P isolate QEH-453 EG6 protein (E6) gene, complete cds AF486313
strain E-350G isolate QEH-501 E6 protein (E6) gene, complete cds AF486314
strain E-G276T isolate QEH-561 E6 protein (E6) gene, complete cds AF486315
strain E-G449T isolate QEH-1220 E6 protein (E6) gene, complete cds AF486316
strain E-G241T isolate QEH-1154 E6 protein (E6) gene, complete cds AF486317
strain E-C442T isolate QEH-196 E6 protein (E6) gene, complete cds AF486318
strain E-T360T isolate QEH-352 EG6 protein (E6) gene, complete cds AF486319
strain E-G187T isolate QEH-400 EG6 protein (E6) gene, complete cds AF486320
strain E-G538T isolate PWH-Q27 EG6 protein (E6) gene, complete cds AF486321
strain E-C109G isolate QEH-318 E6 protein (E6) gene, complete cds AF486322
strain E-G276G442T isolate QEH-2078 EG6 protein (E6) gene, complete AF486323
cds

strain Af2-a isolate QEH-389 E6 protein (E6) gene, complete cds AF486324
strain NA1 isolate PWH-Q39 E6 protein (E6) gene, complete cds AF486325
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ATIO: isolate KRE6-1 E6 protein (E6) gene, complete cds
EQZX: isolate KRE6-15 E6 protein (E6) gene, complete cds

AIlO: EF122273
EQY : EF122287

early transforming protein E6 variant (E6) gene, complete cds

AF327851

E6 protein gene, complete cds

AIIO: AF003013
EQX : AF003019

isolate E61 EG6 protein (E6) gene, complete cds EF029179
isolate E62 E6 protein (E6) gene, complete cds EF029180
isolate E71 E7 protein (E7) gene, complete cds EF029181
isolate E72 E7 protein (E7) gene, complete cds EF029182
isolate E73 E7 protein (E7) gene, complete cds EF029183

AIIO: isolate KRE7-1 E7 protein (E7) gene, partial cds
EQZX : isolate KRE7-8 E7 protein (E7) gene, partial cds

AITO: EF122288
EQY : EF122295

isolate PWH-Q24 E7 protein (E7) gene, complete cds AF486326
isolate PWH-Q59 E7 protein (E7) gene, complete cds AF486327
isolate QEH-2076 E7 protein (E7) gene, complete cds AF486328
isolate PWH-Q81 E7 protein (E7) gene, complete cds AF486329
isolate QEH-173 E7 protein (E7) gene, complete cds AF486330
isolate PWH-Q73 E7 protein (E7) gene, complete cds AF486331
isolate PWH-Q49 E7 protein (E7) gene, complete cds AF486332
isolate QEH-94 E7 protein (E7) gene, complete cds AF486333
isolate QEH-683 E7 protein (E7) gene, complete cds AF486334
isolate QEH-186 E7 protein (E7) gene, complete cds AF486335
isolate PWH-Q66 E7 protein (E7) gene, complete cds AF486336
isolate PWH-Q42 E7 protein (E7) gene, complete cds AF486337
isolate PWH-Q15 E7 protein (E7) gene, complete cds AF486338
isolate QEH-525 E7 protein (E7) gene, complete cds AF486339
isolate QEH-453 E7 protein (E7) gene, complete cds AF486340
isolate QEH-561 E7 protein (E7) gene, complete cds AF486342
isolate QEH-1220 E7 protein (E7) gene, complete cds AF486343
isolate QEH-1154 E7 protein (E7) gene, complete cds AF486344
isolate QEH-196 E7 protein (E7) gene, complete cds AF486345
isolate QEH-352 E7 protein (E7) gene, complete cds AF486346
isolate QEH-2078 E7 protein (E7) gene, complete cds AF486350
isolate QEH-389 E7 protein (E7) gene, complete cds AF486351
isolate PWH-Q39 E7 protein (E7) gene, complete cds AF486352
type 16 truncated E7 protein (E7) gene, complete cds AF393782
type 16 E7 protein gene, complete cds AF003021
16 E7 protein gene, complete cds AF003022
type 16 E7 protein gene, complete cds AF003023
type 16 E7 protein gene, complete cds AF003024
type 16 E7 protein gene, complete cds AF003025
type 16 E7 protein gene, complete cds AF003026
type 16 E7 protein (E7) gene, partial cds AF512012
type 16 E7 protein (E7) gene, complete cds AF461264
type 16 E7 gene, complete cds AF477385
type 16 E7 protein gene, complete cds u76404

type 16 E7 protein gene, complete cds u76411

type 16 E7 protein gene, complete cds u76412
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type 16 E7 protein gene, complete cds u76413
type 16 genes for E6 protein, E7 protein, E1-E4 fusion protein, partial and | D0Q0735
complete cds
Homo sapiens clone P1 Human papillomavirus type 16 integration site EU528866
Homo sapiens clone P5 Human papillomavirus type 16 integration site EU528867
Homo sapiens clone P11 Human papillomavirus type 16 integration site EU528869
Homo sapiens clone P24 Human papillomavirus type 16 integration site EU528871
mutant442, major EGE7 splice variant mRNA, partial cds U59900
strain CC7T/VGH M24215
Opyavoon yovidimv:
1nt 7,905 nt
i [
[
[ E6 2 =

B
Human papillomavirus type 31
Reference Number J04353
Mnikog axolovBiag 7912bp
TadTion vovkieoTidiov pe tov HPV16: 5891/8179 (73%)
Tabtion yovidiov L1: 1181/1518 (78%)
Human papillomavirus type 33
Reference Number M12732
Mnkog axolovBiag 7909bp
TabTtion vovkieoTidiov pe Tov HPV16: 5549/8208 (68%)
Tavtion yovidiov L1: 1108/1451 (77%)

Metairoén: Reference Number:
Human papillomavirus type 33 isolate LZcc12-33, complete genome EU918766
Complete nucleotide sequence of HPV-33 A12360

Human papillomavirus type 35

Reference Number M74117

Mnikog axolovBiag 7851bp

TabTtion vovkieoTidiov pe tov HPV16: 5857/8134 (73%)

Tavtion yovidiov L1: 1171/1485 (79%)

Metairoén:

Reference Number:

Human papillomavirus type 35H genomic DNA X74477
Human papillomavirus type 52 genomic DNA

Reference Number X74481

Mjkog akorovBiog 7942bp

TadTtion vovkieoTidiov pe Tov HPV16: 5540/8248 (68%)
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Tavtion yovidiov L1:

| 1137/1511 (76%)

Metairoén:

Reference Number:

isolate TJ49-52, complete genome GQA472848
Human papillomavirus type 58

Reference Number D90400

Mnikog axolovBiag 7824bp

TabTion vovkieoTidiowv pe tov HPV16: 5520/8180 (68%)

Tavtion yovidiov L1:

1149/1501 (77%)

Metairoén: Reference Number:
isolate LZcc86-58, complete genome EU918765
isolate TJ18-58, complete genome GQ472850
isolate HPV58sc147, complete genome FJ386253
isolate HPV58sc100, complete genome FJ385261
isolate HPV58sc101, complete genome FJ385262
isolate HPV/58sc144, complete genome FJ385264
isolate HPV/58s¢165, complete genome FJ385265
isolate HPV58sc174, complete genome FJ385266
isolate HPV/58sc185, complete genome FJ385267
isolate HPV/58sc78, complete genome FJ385268
Human papillomavirus type 67

Reference Number D21208

M kog axorovdiog 7801bp

TabTtion vovkieoTidiomv pe Tov HPV16: 5471/8153 (68%)
TavTion yovidiov L1: 1140/1523 (75%)

Eidoc: HPV18

Human papillomavirus type 18 E6, E7, E1, E2, E4, E5, L1 & L2 genes

Reference Number X05015
Mjkog akorovBiog 7857bp
IMeprextikétyra GC 40%

% kmowkomoinons DNA | 87%

Tomoloyia

KUKAKO durAng éducog DNA

ApOpog yovidiomv 8

ApOpog TpoTEIVOV 8

MeTtolhaEerc: Reference Number:
type 18 complete sequence AY 262282

isolate Qv03132, complete genome EF202143

isolate Qv16302, complete genome EF202144

isolate Qv17052, complete genome EF202145

isolate Qv16306, complete genome EF202146

isolate Qv15586, complete genome EF202147
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isolate Qv21751, complete genome EF202148
isolate Qv15957, complete genome EF202149
isolate Qv17955, complete genome EF202150
isolate Qv02876, complete genome EF202151
isolate Qv17199, complete genome EF202152
isolate Qv21444, complete genome EF202153
isolate Qv03814, complete genome EF202154
isolate Qv04924, complete genome EF202155
isolate CU8, complete genome GQ180784
isolate CU9, complete genome GQ180785
isolate CU10, complete genome GQ180786
isolate CU11, complete genome GQ180787
isolate CU12, complete genome GQ180788
isolate CU13, complete genome GQ180789
isolate CU14, complete genome GQ180790
isolate CU15, complete genome GQ180791
isolate CU16, complete genome GQ180792
type 18 variant, partial sequence U89349
strain CU8 E1 gene, partial cds GQ161244
strain CU9 E1 gene, partial cds GQ161245
strain CU10 E1 gene, partial cds GQ161246
strain CU11 E1 gene, partial cds GQ161247
strain CU12 E1 gene, partial cds GQ161248
strain CU13 E1 gene, partial cds GQ161249
strain CU14 E1 gene, partial cds GQ161250
strain CU15 E1 gene, partial cds GQ161251
strain CU16 E1 gene, partial cds GQ161252
strain CU68 E1 gene, partial cds GQ161304
strain CU146 E1 gene, partial cds GQ161382
strain CU159 E1 gene, partial cds GQ161395
isolate 1 E1 (E1) gene, partial cds AF548870
isolate 2 E1 (E1) gene, partial cds AF548871
isolate 3 E1 (E1) gene, partial cds AF548872
Homo sapiens clone CC-4 sequence flanking Human papillomavirus type | AF339133
18 EG6 protein (E6) gene, partial cds

Homo sapiens clone AC-8 integration site 1 sequence flanking Human AF339135
papillomavirus type 18 E6 protein (E6) gene, partial cds

Homo sapiens clone AC-8 integration site 6 sequence flanking Human AF339136
papillomavirus type 18 E6 protein (E6) gene, partial cds

Homo sapiens clone CC-2 sequence flanking Human papillomavirus type | AF339137
18 EG6 protein (E6) gene, partial cds; and E7 protein (E7) gene, complete

cds

Homo sapiens clone CC-6 integration site 2 sequence flanking Human AF339138
papillomavirus type 18 E6 protein (E6) gene, partial cds

Homo sapiens clone AC-8 integration site 4 sequence flanking Human AF339139
papillomavirus type 18 E6 protein (E6) gene, partial cds; E7 protein (E7)

gene and truncated E1 protein (E1) gene, complete cds

clone L0373 E2 gene, partial cds AY863150
clone L1531 E2 gene, partial cds AY863151
clone L1060 E2 gene, partial cds AY863152
clone L1793 E2 gene, partial cds AY863153
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clone L2574 E2 gene, partial cds AY863154
clone L1695 E2 gene, partial cds AY863155
clone L0011 L1 protein gene, partial cds AY863156
clone L1703 L1 protein gene, partial cds AY863157
clone L0526 L1 protein gene, partial cds AY863158
clone L2207 L1 protein gene, partial cds AY863159
clone L1060 L1 protein gene, partial cds AY863160
clone L1793 L1 protein gene, partial cds AY863161
clone L2574 L1 protein gene, partial cds AY863162
clone L1695 L1 protein gene, partial cds AY863163
clone L1557 L1 protein gene, partial cds AY863164
clone L2215 L1 protein gene, partial cds AY863165
clone L2598 E6 gene, partial cds AY863166
clone L1531 E6 gene, partial cds AY863167
clone L1622 E6 gene, partial cds AY863168
clone L1733 E6 gene, partial cds AY863169
clone L2380 E6 gene, partial cds AY863170
clone L1703 E6 gene, partial cds AY863171
clone L0526 E6 gene, partial cds AY863172
clone L2596 E6 gene, partial cds AY863173
clone 1S664 E6 gene, partial cds AY863174
clone L1060 E6 gene, partial cds AY863175
clone L2337 E6 gene, partial cds AY863176
clone L1692 E6 gene, partial cds AY863177
clone L2207 E6 gene, partial cds AY863178
clone L2374 E6 gene, partial cds AY863179
clone 1S520 E6 gene, partial cds AY863180
clone L1793 E6 gene, partial cds AY863181
clone L0531 E6 gene, partial cds AY863182
clone L2574 E6 gene, partial cds AY863183
clone L0037 E6 gene, partial cds AY863184
clone L2333 E6 gene, partial cds AY863185
clone L1557 E6 gene, partial cds AY863186
clone L2247 E6 gene, partial cds AY863187
clone 1S802 E6 gene, partial cds AY863188
clone 1S850 E6 gene, partial cds AY863189
clone L1695 E6 gene, partial cds AY863190
clone 1S168 E6 gene, partial cds AY863191
(HPV-18) E6 ORF X04354

isolate Bsh-27 oncoprotein E6 gene, complete cds EF661654
isolate Bsh-48 oncoprotein E6 gene, complete cds EF661655
isolate Bsh-82 oncoprotein E6 gene, complete cds EF661656
isolate Bsh-206 oncoprotein E6 gene, complete cds EF661657
isolate Bsh-206 long control region genomic sequence EF661658
isolate Bsh-82 long control region genomic sequence EF661659
strain P299 EG6 protein (E6) gene, complete cds EF422109
strain P428 EG6 protein (E6) gene, complete cds EF422110
strain P629 EG6 protein (E6) gene, complete cds EF422111
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strain P299 E7 protein (E7) gene, complete cds EF422142
strain P428 E7 protein (E7) gene, complete cds EF422143
strain P629 E7 protein (E7) gene, complete cds EF422144
E6 and E7 genes Y18491

E7 gene, D10N mutant Y 18492

E7 gene, D24G mutant Y 18493
isolate A38-H18 major capsid protein L1 (L1) gene, partial cds GU296031
isolate A119-H18 major capsid protein L1 (L1) gene, partial cds GU296032
isolate A63-H18 major capsid protein L1 (L1) gene, partial cds GU296033
isolate HS65-H18 major capsid protein L1 (L1) gene, partial cds GU296034
isolate MRU2 nonfunctional major capsid protein L1 (L1) gene, partial DQ058830
sequence

isc?late MRU4 nonfunctional L1 protein (L1) gene, partial sequence DQ059009
major capsid protein (L1) gene, partial cds DQ059013
isolate PT206-04 L1 protein gene, partial cds DQ111012
isolate PT308-04 L1 protein gene, partial cds DQ111013
isolate PT115-05 L1 protein gene, partial cds DQ111014
isolate IR-ESO-HPV-18/1 L1 (L1) gene, partial cds DQ448202
isolate IR-ESO-HPV-18/2 L1 (L1) gene, partial cds DQ448203
isolate IR-ESO-HPV-18/3 L1 (L1) gene, partial cds DQ448204
isolate IR-ESO-HPV-18/4 L1 (L1) gene, partial cds DQ448205
isolate IR-ESO-HPV-18/6 L1 (L1) gene, partial cds DQ448207
isolate IR-ESO-HPV-18/7 L1 (L1) gene, partial cds DQ448208
isolate IR-ESO-HPV-18/10 L1 (L1) gene, partial cds DQ448211
isolate Bsh-48 major capsid protein L1 gene, partial cds DQ486472
L1 gene, partial cds DQO003068
isolate 1r38 major capsid protein (L1) gene, partial cds GuU076515
isolate 1r53 major capsid protein (L1) gene, partial cds GuU076522
isolate Ir-PC14 L1 protein (L1) gene, partial cds GU344756
isolate Ir-PC25 L1 protein (L1) gene, partial cds GU344760
isolate Ir-PC35 L1 protein (L1) gene, partial cds GU344762
isolate Ir-BPH189 L1 protein (L1) gene, partial cds GU344773
isolate Ir-BPH191 L1 protein (L1) gene, partial cds GU344774
isolate R major capsid protein L1 gene, partial cds EF140821
isolate N8 major capsid protein L1 gene, partial cds EF140822
isolate N9 major capsid protein L1 gene, partial cds EF140823
isolate BB major capsid protein L1 gene, partial cds EF140825
isolate CC major capsid protein L1 gene, partial cds EF140826
isolate N13 major capsid protein L1 gene, partial cds EF140827
isolate N14 major capsid protein L1 gene, partial cds EF140828
isolate N15 major capsid protein L1 gene, partial cds EF140829
isolate 1 L1 (L1) gene, partial cds AF548836
isolate 2 L1 (L1) gene, partial cds AF548837
isolate 3 L1 (L1) gene, partial cds AF548838
isolate 9 L1 (L1) gene, partial cds AF548844
isolate GR1 L1 capsid protein gene, partial cds HM596525
isolate GR2 L1 capsid protein gene, partial cds HM596526
isolate 1S002, major capsid protein L1 (L1) gene, partial cds U45889
isolate 1S326, major capsid protein L1 (L1) gene, partial cds u45890
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isolate 1S664, major capsid protein L1 (L1) gene, partial cds U45891
isolate 1S168, major capsid protein L1 (L1) gene, partial cds u45892
isolate 1S768, major capsid protein L1 (L1) gene, partial cds u45893
isolate 1S172, major capsid protein L1 (L1) gene, partial cds u45894
isolate 2180 major capsid protein L1 gene, partial cds EU056637
L1 gene, complete cds EU834744
isolate 06JAN_PHL_MY131_09 truncated L1 capsid protein (L1) gene, EU911395
partial cds
isolate 06JAN_PHL_MY131_m truncated L1 capsid protein (L1) gene, EU911396
artial cds
E)solate 06JAN_PHL_MY131 ntruncated L1 capsid protein (L1) gene, EU911397
partial cds
isolate 06JAN_PHL_MY131_o truncated L1 capsid protein (L1) gene, EU911398
artial cds
iF;oIate 06JAN_PHL_MY131 r L1 capsid protein (L1) gene, partial cds EU911399
isolate 06JAN_PHL_MY131_s truncated L1 capsid protein (L1) gene, EU911400
artial cds
ipsolate 06JAN_PHL_MY131 ttruncated L1 capsid protein (L1) gene, EU911401
partial cds
isolate 06JAN_PHL_MY131_u truncated L1 capsid protein (L1) gene, EU911402
partial cds
isolate 06JAN_PHL_MY131_w truncated L1 capsid protein (L1) gene, EU911403
partial cds
isolate 06JAN_PHL_MY131 x truncated L1 capsid protein (L1) gene, EU911404
partial cds
isolate 06JAN_PHL_MY171_01 truncated L1 capsid protein (L1) gene, EU911542
partial cds
isolate 06JAN_PHL_MY171 04 L1 capsid protein (L1) gene, partial cds EU911543
isolate 06JAN_PHL_MY171 16 L1 capsid protein (L1) gene, partial cds EU911544
isolate 06JAN_PHL_MY171 g truncated L1 capsid protein (L1) gene, EU911545
partial cds
isolate Bsb-206 long control region genomic sequence EU034031
isolate 87MX long control region, partial sequence AY453977
isolate 263MX long control region, partial sequence AY453978
isolate 690MX long control region, partial sequence AY453979
isolate 726MX long control region, partial sequence AY453980
isolate 750MX long control region, partial sequence AY453981
isolate 854MX long control region, partial sequence AY453982
isolate 856MX long control region, partial sequence AY453983
isolate 887MX long control region, partial sequence AY453984
isolate 964MX long control region, partial sequence AY453985
isolate 978MX long control region, partial sequence AY453986
isolate 1035MX long control region, partial sequence AY453987
isolate 1071MX long control region, partial sequence AY453988
isolate 1230MX long control region, partial sequence AY453989
isolate 1234MX long control region, partial sequence AY453990
isolate 1249MX long control region, partial sequence AY453991
isolate PT51-06 long control region genomic sequence EF433434
isolate PT217-05 long control region genomic sequence EF433435
isolate PT288-01 long control region genomic sequence EF433436
isolate PT571-06 long control region genomic sequence EF433437
long control region, partial sequence U59156
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long control region, partial sequence U59157
long control region, partial sequence U59158
long control region, partial sequence U59159
long control region, partial sequence U59160
long control region, partial sequence U59161
long control region, partial sequence U59162
long control region, partial sequence U59163
long control region, partial sequence U59164
long control region, partial sequence u59165
DNA for early region with proteins E6, E7, E1 X04773
DNA for enhancer GAL (integrated in the HeLa genome) X05349
(AM18-1) gene L22615

(J18-1) gene L22616

(G18-1) gene L22617

(Sc18-3) gene L22618

(G18-2) gene L22619

(T18-9) gene L22620

(Sc18-4a) gene L22621

(Sc18-2) gene L22622

(Sc18-4b) gene L22623

(T18-7) gene 122624

(T18-5) gene L22625

(T18-3) gene L22626

(T18-8) gene L22627

(T18-4) gene L22628

(T18-18a) gene L22629

(T18-18b) gene L22630

(T18-16) gene L22631

(T18-17) gene L22632

(T18-12) gene L.22633

(T18-10) gene L22634

(C4-1) gene L.22635

L1, (3'end) and E6, (5' end) genes M14710
encoding envelope proteins E6 and E7, complete cds., and envelope M26798
protein E1, 5" end

Integrated HPV-18 E6/E7 ORF with DNasel-hypersensitive site X05568
H.sapiens rearranged PAL?2 allele with integrated human papillomavirus X94676
type 18 DNA

DNA sequence conflict LO7917

Opyavoon yovidimv:

1nt 7,857 nt

Bl e e ——




Human papillomavirus type 39

Reference Number M62849

Mnjkog axorovOiag 7833bp

Tavtion vovkigoTdimv pe tov HPV18: 5643/8047 (71%)
TavTion yovidiov L1: 1114/1481 (76%)
Human papillomavirus type 45 genomic DNA

Reference Number X74479

Mnikog axolovBiag 7858bp

Tabtion vovkieoTidiowv pe tov HPV18: 6356/7961 (80%)

Tavtion yovidiov L1:

1322/1608 (83%)

Merairaén: Reference Number:
isolate Qv20214, complete genome EF202156
isolate Qv27565, complete genome EF202157
isolate Qv33330, complete genome EF202158
isolate Qv34178, complete genome EF202159
isolate Qv30004, complete genome EF202160
isolate Qv00550, complete genome EF202161
isolate Qv35960, complete genome EF202162
isolate Qv06560, complete genome EF202163
isolate Qv25000, complete genome EF202164
isolate Qv26351, complete genome EF202165
isolate Qv31035, complete genome EF202166
isolate Qv31748, complete genome EF202167
Human papilloma virus type 59, complete viral genome

Reference Number X77858

Mnkog akoiovdiog 7896bp

Tavtion vovkieoTidimv pe tov HPV18: 5717/8103 (71%)

Tavtion yovidiov L1:

1122/1482 (76%)

Merairaén:

Reference Number:

isolate LZ0d68-59, complete genome EU918767
Human papillomavirus type 68a, complete genome

Reference Number DQ080079

Mnjkog axorovBiag 7822bp

Tavtion vovkigoTdimv pe tov HPV18: 5590/8154 (69%)

Tavtion yovidiov L1:

1133/1500 (76%)

Metdrlholn:

Reference Number:

isolate LZod68-68, complete genome

EU918769

isolate TJ42-68, complete genome

GQ472851
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Human papillomavirus type 68b, complete genome

Reference Number FR751039
Mnjkog axorovOiag 7836bp

Tavtion vovkigoTdimv pe tov HPV18: 5574/8166 (69%)
TavTion yovidiov L1: 1096/1463 (75%)

Human papillomavirus type 70, complete genome

Reference Number U21941
Mnikog axolovBiag 7905bp
Tabtion vovkieoTidiowv pe tov HPV18: 5673/8070 (71%)
Tabtion yovidiov L1: 1116/1468 (77%)

Human papillomavirus candHPV85, complete genome

Reference Number AF131950
Mjkog akorovBiog 7812bp

TavTtion vovkieoTidimv pe Tov HPV18: 5748/8019 (72%)
Tavtion yovidiov L1: 1117/1467 (77%)

Human papillomavirus type 97, complete genome

Reference Number DQ080080
Mnjkog axorov0iag 7843bp

TavTtion vovkieoTdiomv pe Tov HPV18: 6370/8074 (79%)
TavTtion yovidiov L1: 1333/1590 (84%)

MeTdriroén:

Reference Number:

Human papillomavirus type 97 isolate 624, complete genome

EF436229

Human papillomavirus type 97 isolate W15189, complete genome

EF202168

Eidoc: HPV26

Human papillomavirus type 26, complete genome

Reference Number X74472

Mnikog axolovBiag 7855bp

IMeprextikétyra GC 38%

% kmowkomoinons DNA | 84%

Tomoloyia KUKAKO durdng élkag DNA
ApOpog yovidiomv 6

ApOpndg TPOTEIVAOV 6
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Opyavoon yovdimv:

1nt 7,855 nt
| E6 4 E7 2

B2 2

Human papilloma virus type 51 genomic DNA, partial sequence

Reference Number M62877

Mnkog axorovBiag 7808bp

Human papillomavirus type 69 DNA, complete genome

Reference Number AB027020
Mnkog axolovBiag 7700bp

TabTtion vovkieoTidiomv pe Tov HPV26: 6400/7939 (81%)
Tabtion yovidiov L1: 1244/1527 (82%)

Human papillomavirus type 82 DNA, complete genome

Reference Number AB027021

Mnjkog axorovOiag 7871bp

TavTtion vovkieoTidimv pe Tov HPV26: 5657/8055 (71%)

TavTtion yovidiov L1: 1100/1505 (74%)

Metdllhaén: Reference Number:
subtype IS39/AE2, complete genome AF293961

Eidog: HPV32

Human papillomavirus type 32, complete genome

Reference Number X74475

Mjkog akoriovBiog 7961bp

Meprextikétyra GC 40%

% kooworoinong DNA | 84%

Tomoloyia KUKAKO durdng élkag DNA
ApOpog yovidiomv 6

ApOpndg TPOTEIVAOV 6

Opyavoon yovidimv:

1nt 7,951 nt

S7



HPV42 (partial) genomic sequence

Reference Number A28090

Mjkog axorovOiag 7917bp

Eidog: HPV34

Human papillomavirus type 34 genomic DNA

Reference Number X74476

Mnikog axolovBiag 7723bp

Ieprektikotnro GC 38%

% kmowkomoinons DNA | 85%

Tomoloyia KUKAMKO dutdng Elkag DNA

AprOudg yovidimv 6

ApOpoS TPOTEIVOV 6

Opyavoon yovidimv:

1nt 7,723 nt
D I

| E6 4 T

Human papillomavirus type 73 E6, E7, E1, E2, E4, L2, and L1 genes

Reference Number X94165

Mnikog axolovBiag 7700bp

Tadtion vovkieoTidiov pe tov HPV34: 6497/7802 (84%)
Tobtion yovidiov L1: 1293/1516 (86%)
Eidog: HPV53

Human papillomavirus type 53 genomic DNA

Reference Number X74482

Mnjkog axorovBiag 7856bp

Iepreknikétnra GC 40%

% kmowomoinons DNA | 66%

Tomoloyia KUKAKO dumding éElkag DNA

ApOpog yovidiov 7

ApOnoC TPOTEIVOV 7

Metolraéerc: Reference Number:
isolate Qv32293, complete genome EF546469
isolate Qv08183, complete genome EF546470
isolate Qv30969, complete genome EF546471




isolate Qv04467, complete genome EF546472
isolate Qv20899, complete genome EF546473
isolate Qv23055, complete genome EF546474
isolate Qv33767, complete genome EF546475
isolate Qv17356, complete genome EF546476
isolate Qv28044, complete genome EF546477
isolate Qv24231, complete genome EF546478
isolate Qv22707, complete genome EF546479
isolate Qv32783, complete genome EF546480
isolate Qv18622, complete genome EF546481
isolate Qv31688, complete genome EF546482
isolate TJ43-53, complete genome GQA472849
Opyavoon yovidimv:
1nt 7,856 nt
e
[ E7 2 B [ B2
| _E6 4

Human papillomavirus type 30 genomic DNA
Reference Number X74474
Mnjkog akorovOiog 7852bp
TabTtion vovkieoTidiomv pe Tov HPV5S3: 6504/7954 (82%)
TavTion yovidiov L1: 1222/1499 (82%)
Human papillomavirus type 56 genomic DNA
Reference Number X74483
Mnjkog axorovBiag 7844bp
TavTtion vovkieoTidimv pe Tov HPV53: 6083/8006 (76%)
Tavtion yovidiov L1: 1139/1466 (78%)

Merahhaén: Reference Number:
clone Qv26762, complete genome EF177176
clone Qv26342, complete genome EF177177
clone Qv26458, complete genome EF177178
clone Qv22608, complete genome EF177179
clone Qv24970, complete genome EF177180
clone Qv25665, complete genome EF177181
Human papillomavirus type 66, complete genome

Reference Number U31794

Mnkog axorovBiag 7824bp

TabTtion vovkieoTidiomv pe Tov HPV53: 6038/8012 (76%)

Tavtion yovidiov L1:

1108/1413 (79%)

Metairaén:

Reference Number:

clone Qv35854,

complete genome

EF177182
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clone Qv26740, complete genome EF177183
clone Qv26488, complete genome EF177184
clone Qv25696, complete genome EF177185
clone Qv25662, complete genome EF177186
clone Qv25260, complete genome EF177187
clone Qv25111, complete genome EF177188
clone Qv24220, complete genome EF177189
clone Qv11088, complete genome EF177190
clone Qv218, complete genome EF177191
Eidoc: HPV54
Human papillomavirus 54, complete genome
Reference Number U37488
Mnikog axolovBiag 7759bp
Meprektikéotnro GC 41%
% kmowkomoinons DNA | 84%
Tomoloyia ypoppko povig édkag DNA
AprOudg yovidimv 7
AprOudg TP OTEIVAOV 7
Opyavoon yovidimv:
1nt

[ B2

Eidoc: HPV61

Human papillomavirus type 61, complete genome

Reference Number U31793

Mnikog axolovOiag 7989bp

Iepreknikétnra GC 46%

% kmowomoinons DNA | 82%

Tomoloyia ypoppko povig Edkag DNA
AprOudg yovidimv 7

ApOpog TPOTEIVOV 7
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Opyavoon yovidiov:

1nt

7,989 nt

[ E7 2 | E2 g
|_E6 4 E»

Human papillomavirus type 62 isolate Qv18091, complete genome

Reference Number AY395706
Mnkog axorovBiag 8092bp

TavTtion vovkieoTidimv pe Tov HPVEL: 5929/8336 (72%)
Tavtion yovidiov L1: 1162/1485 (79%)

Human papillomavirus type 72 E6, E7, E1A, E1B, E2, E4, L2, and L1 genes

Reference Number X94164
Mnikog axolovBiag 7988bp
Tadtion vovkieoTidiov pe Tov HPVEL: 6385/8129 (79%)
TabTion yovidiov L1: 1246/1526 (82%)

Human papillomavirus type 81 complete genome

Reference Number AJ620209
Mnkog axorovBiag 8070bp

Tavtion vovkigoTdoimv pe tov HPVE1: 5958/8246 (73%)
Tavtion yovidiov L1: 1176/1477 (80%)

Human papillomavirus type 83, complete genome

Reference Number AF151983
Mnikog axolovBiag 8104bp

Tabtion vovkieoTidiowv pe tov HPVE1: 5732/8336 (69%)
TabTion yovidiov L1: 1121/1477 (76%)

Human papillomavirus type 84, complete genome

Reference Number AF293960
Mnrjkog akorovBiog 7948bp

TabTtion vovkieoTidimv pe Tov HPVE1: 5697/8261 (69%)
TavTion yovidiov L1: 1137/1485 (77%)

Human papillomavirus type 86 candidate, complete genome

Reference Number AF349909
Mnjkog axolovBiag 7983bp

Tadtion vovkieoTidiowv pe tov HPVE1: 5678/8292 (69%)
Tadtion yovidiov L1: 1144/1525 (76%)
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Human papillomavirus type 87 (candidate) complete genome

Reference Number AJ400628
Mnjkog axorovBiag 7998bp

TavTtion vovkieoTidiomv pe Tov HPVEL: 5753/8221 (70%)
Tavtion yovidiov L1: 1127/1489 (76%)

Human papillomavirus - cand89, complete genome

Reference Number AF436128
Mnikog axolovBiag 8078bp

TabTtion vovkieoTidiowv pe Tov HPVE1: 5770/8345 (70%)
Tabtion yovidiov L1: 1160/1532 (76%)

Human papillomavirus type 102, complete genome

Reference Number DQ080083
Mnkog axolovBiag 8078bp

TavTtion vovkieoTidimv pe Tov HPVEL: 5745/8348 (69%)
Tavtion yovidiov L1: 1129/1511 (75%)

Human papillomavirus type 114, complete genome

Reference Number GQ244463
Mnjkog axolovBiag 8069bp

Tadtion vovkieoTidiomv pe rov HPVEL: 5739/8325 (69%)
Tavtion yovidiov L1: 1118/1491 (75%)

Eidog: HPV90

Human papillomavirus type 90, complete genome

Reference Number AY057438

Mnjkog axorovBiog 8033bp

Ieprexknikétnra GC 46%

% kmowomoinons DNA | 82%

Tomoloyia KukAKO durdng élkag DNA

Ap1Opdg yovidimv 7

ApOpoég TPOTEIVAOV 7

Opyavoon yovdimv:

1nt 8,033 nt

ED e —
| E7 4 T
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Human papillomavirus type 71 DNA, complete genome

Reference Number AB040456

Mnjkog axorovOiag 8017bp

Tavtion vovkigoTdimv pe tov HPVIO0: 5884/8340 (71%)

Megtdrhaén: Reference Number:
isolate Qv21030, complete genome AY330620

isolate Qv22792, complete genome AY330621

isolate Qv22945, complete genome AY330622

isolate Qv23143, complete genome AY330623
Human papillomavirus type 106, complete genome

Reference Number DQ080082

Mnjkog akorovBiog 8035bp

TavTtion vovkieoTidiov pe Tov HPVI0: 6677/8183 (82%)

Tavtion yovidiov L1: 1267/1521 (84%)

I'évog: Betapillomavirus

Eidog: HPVS

Human papillomoavirus type 5, complete genome

Reference Number M17463
Mnjkog axorovBiag 7746bp
Meprextikétnra GC 42%
% kmowomoinons DNA | 92%
Tomoloyia KUKAKO durAng élkag DNA
Ap1Opdg yovidimv 8
ApOpog TPOTEIVAOV 8
Metoiraéerc: Reference Number:
Human papillomavirus type 5b complete genome D90252
Opyavoon yovidimv:
1nt
E— ] — | E5 2
[ _E6 2 B2
| E7 2 EEEE
Human papillomavirus type 8, complete genome
Reference Number M12737
Mnjkog akorovOiog 7654bp
Tabtion vovkieoTidimv pe tov HPVS: 6026/7790 (78%)
ToavTion yovidiov L1: 1210/1550 (79%)
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Human papillomavirus type 12 genomic DNA

Reference Number X74466

Mnjkog axorovOiag 7673bp

Tavtion vovkigoTdimv pe tov HPVS: 6060/7842 (78%)
TavTion yovidiov L1: 1201/1499 (81%)
Human papillomavirus type 14D genomic DNA

Reference Number X74467

Mnikog axolovBiag 7439bp

TabTion vovkieoTidimv pe tov HPVS: 5585/7900 (71%)
Tabtion yovidiov L1: 1179/1567 (76%)
Human papillomavirus type 19 genomic DNA

Reference Number X74470

Mnjkog axorovBiag 7685bp

Tavtion vovkieoTdoimv pe tov HPVS: 5761/7878 (74%)
ToavTion yovidiov L1: 1183/1565 (76%)

Human papillomavirus type 20, complete genome

Reference Number uU31778
Mrjkog akorovBiog 7757bp
TabTtion vovkieoTidimv pe Tov HPVS: 5769/7951 (73%)
TavTion yovidiov L1: 1172/1555 (76%)

Human papillomavirus type 21, complete genome

Reference Number U31779
Mjkog axorov0iag 7779bp
TavTion vovkieoTdimv pe tov HPVS: 5814/7920 (74%)
Tavtion yovidiov L1: 1185/1564 (76%)

Human papillomavirus type 24, complete genome

Reference Number U31782

Mijkog akorovBiog 7452bp

TabTtion vovkieoTidimv pe Tov HPVS: 5385/7918 (69%)
Tabtion yovidiov L1: 1130/1491 (76%)
Human papillomavirus type 25 genomic DNA

Reference Number X74471

Mnkog axorovBiag 7713bp

TabTtion vovkieoTdimv pe Tov HPVS: 5800/7879 (74%)
TavTtion yovidiov L1: 1166/1566 (75%)
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Human papillomavirus type 36, complete genome

Reference Number U31785
Mnjkog axorovOiag 7722bp
Tavtion vovkigoTdimv pe tov HPVS: 6483/7787 (84%)
TavTion yovidiov L1: 1257/1549 (82%)

Human papillomavirus type 47 (HPV-47) +-sense strand

Reference Number M32305

Mrjkog akorovBiog 7726bp

TabTtion vovkieoTidimv pe tov HPVS: 6214/7823 (80%)
Tabtion yovidiov L1: 1271/1552 (82%)

Human papillomavirus type 93, complete genome

Reference Number AY382778
Mnjkog axorovBiag 7450bp

TavTtion vovkieoTdimv pe Tov HPVS: 5432/7873 (69%)
TavTion yovidiov L1: 1134/1461 (78%)

Human papillomavirus type 98, complete genome

Reference Number FM955837
Mnjkog axorovOiag 7466bp

Tabtion vovkieoTidimv pe tov HPVS: 5310/7867 (68%)
TavTtion yovidiov L1: 1106/1450 (77%)

Human papillomavirus type 99, complete genome

Reference Number FM955838
Mnjkog axolovBiag 7698bp

Tabtion vovkieoTidimv pe tov HPVS: 6077/7834 (78%)
Tavtion yovidiov L1: 1222/1558 (79%)

Human papillomavirus type 105, complete genome

Reference Number FM955841
Mnjkog axorovBiag 7667bp
Tavtion vovkieoTdoimv pe tov HPVS: 6076/7815 (78%)

Tavtion yovidiov L1:

1232/1552 (30%)

Human papillomavirus type 118 clone K2, complete genome

Reference Number GQ246951
Mnijkog axolovBiag 7597bp
Tadtion vovkieoTidimv pe tov HPVS: 5481/7884 (70%)




\ Tavtion yovidiov L1:

| 1127/1499 (76%)

Human papillomavirus type 124, complete genome

Reference Number GQ845446
Mnjkog axolovBiag 7489bp

TabTtion vovkieoTdimv pe Tov HPVS: 5342/7961 (68%)
Tabtion yovidiov L1: 1136/1490 (77%)

Human papillomavirus RTRX7, complete genome

Reference Number uU85660
Mjkog akorhovBiog 7731bp
TabTtion vovkieoTdimv pe tov HPVS: 6050/7847 (78%)
Tavtion yovidiov L1: 1170/1498 (79%)
Eidog: HPV9
Human papillomavirus type 9 genomic DNA
Reference Number X74464
Mnrjkog akorovBiog 7434bp
Meprextikétnra GC 40%
% kmowonoinons DNA | 94%
Tomoloyia KUKAIKO durAng éakag DNA
Ap1Opog yovidiov 6
ApOpoég TPOTEIVAOV 7
Opyavoon yovdimv:
1nt 7,434 nt
=
I
[ E5 S
e —

Human papillomavirus type 15 genomic DNA
Reference Number X74468
Mnkog axorovBiag 7412bp
Tavtion vovkieoTdoimv pe tov HPVI: 5553/7540 (74%)
Tavtion yovidiov L1: 1164/1510 (78%)
Human papillomavirus type 17 genomic DNA
Reference Number X74469
Mnikog axolovBiag 7427bp
Tadtion vovkieoTidimv pe tov HPVI: 5579/7559 (74%)
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\ Tavtion yovidiov L1:

| 1133/1460 (78%)

Human papillomavirus type 22, complete genome

Reference Number U31780
Mnjkog axolovBiag 7368bp
TabTtion vovkieoTidimv pe Tov HPVI: 5231/7612 (69%)
Tabtion yovidiov L1: 1064/1458 (73%)

Human papillomavirus type 23, complete genome

Reference Number U31781
Mnikog axolovBiag 7324bp
TabTion vovkieoTidimv pe tov HPVI: 5217/7592 (69%)
Tavtion yovidiov L1: 1075/1451 (75%)

Human papillomavirus type 37, complete genome

Reference Number U31786
Mnjkog axorovBiag 7421bp
ToavTion vovkieoTwdiov pe tov HPVI: 5532/7539 (74%)
TavTion yovidiov L1: 1118/1459 (77%)

Human papillomavirus type 38, complete genome

Reference Number uU31787
Mnjkog axorovOiag 7400bp
Tabtion vovkieoTidimv pe tov HPVI: 5295/7635 (70%)
Tavtion yovidiov L1: 1144/1491 (77%)

Human papillomavirus type 80 E6, E7, E1, E2, E4, L2, and L1 genes

Reference Number Y15176
Mrjkog akorovBiog 7427bp
TabTion vovkieoTdimv pe tov HPVI: 5580/7553 (74%)
Tavtion yovidiov L1: 1144/1466 (79%)

Human papillomavirus type 100, complete genome

Reference Number FM955839
Mnrjkog akorovBiog 7380bp

Tavtion vovkigoTdimv pe tov HPVI: 52437596 (70%)
TavTion yovidiov L1: 1127/1521 (75%)

Human papillomavirus type 104, complete genome

Reference Number

FM955840

Mnjkog akorlovBiog

7386bp
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TavTion vovkieoTdimv pe tov HPVI:

5305/7650 (70%)

Tavtion yovidiov L1:

1113/1476 (76%)

Human papillomavirus type 107, complete genome

Reference Number EF422221
Mnjkog axolovBiag 7562bp

TabTion vovkieoTidimv pe Tov HPVI: 5322/7768 (69%)
TavTion yovidiov L1: 1079/1453 (75%)

Human papillomavirus type 110, complete genome

Reference Number EU410348
Mnjkog akorovBiog 7423bp

Tavtion vovkigoTdimv pe tov HPVI: 5553/7584 (74%)
TavTion yovidiov L1: 1165/1493 (79%)

Human papillomavirus type 111, complete genome

Reference Number EU410349
Mnikog axolovBiag 7384bp

TabTion vovkieoTidimv pe tov HPVI: 5844/7550 (78%)
Tavtion yovidiov L1: 1198/1530 (79%)

Human papillomavirus type 113, complete genome

Reference Number FM955842
Mnrjkog akorovBiog 7412bp

Tavtion vovkieoTdoimv pe tov HPVI: 5831/7607 (77%)
TavTion yovidiov L1: 1197/1526 (79%)

Human papillomavirus type 120, complete genome

Reference Number GQ845442
Mnkog axorovBiag 7304bp

TavTtion vovkieoTdimv pe tov HPVI: 5118/7762 (66%)
TavTion yovidiov L1: 1088/1457 (75%)

Human papillomavirus type 122, complete genome

Reference Number GQ845444
Mnikog axolovBiag 7397bp

Tabtion vovkieoTidimv pe tov HPVI: 5752/7702 (75%)
Tavtion yovidiov L1: 1208/1522 (80%)

68



Human papillomavirus type 151, complete genome, isolate SIBX?2

Reference Number FN677756
Mnjkog axorovOiag 7386bp

Tavtion vovkigoTdimv pe tov HPVI: 5213/7613 (69%)
Tavtion yovidiov L1: 1081/1458 (75%)

Human papillomavirus SIBX-3a complete genome, isolate SIBX-3a

Reference Number FN598907
Mnikog axolovBiag 7304bp

TabTion vovkieoTidimv pe tov HPVI: 5226/7576 (69%)
TavTion yovidiov L1: 1088/1457 (75%)

Human papillomavirus FA75/KI188-03, complete genome

Reference Number EU410347
Mnrjkog akorovBiog 7401bp

TavTtion vovkieoTdimv pe Tov HPVI: 5292/7679 (69%)
TavTion yovidiov L1: 1120/1476 (76%)

Eidoc: HPV49

Human papillomavirus type 49, complete genome

Reference Number X74480

Mnjkog akorovOiog 7560bp

IMeprextikétyra GC 41%

% koowomoinong DNA | 93%

Tomoloyia KUKAKO durAng éducog DNA
ApOpog yovioiomv 6

Ap1Opo6g TPOTEIVOV 6

Opyavoon yovidimv:

1nt

Human papillomavirus type 75 E6, E7, E1, E2, E4, L2, and L1 genes

 — SO—— Y | FNS—2) SR SEI— |/

Reference Number Y15173
Mnjkog axolovBiag 7537bp
TabTtion vovkieoTidiowv pe tov HPVA49: 6080/7635 (80%)
TavTion yovidiov L1: 1185/1468 (81%)
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Human papillomavirus type 76 E6, E7, E1, E2, E4, L2, and L1 genes

Reference Number Y15174
Mnjkog axorovOiag 7549bp
Tavtion vovkigoTidimv pe tov HPVA49: 6096/7614 (81%)
TavTion yovidiov L1: 1177/1477 (80%)

Human papillomavirus type 115 isolate GC02, complete genome

Reference Number FJ947080
Mrjkog akorovBiog 7476bp

Tadtion vovkieoTidiowv pe tov HPVA49: 5408/7717 (71%)
Tabtion yovidiov L1: 1152/1536 (75%)

Eidog: HPV92

Human papillomavirus type 92, complete genome

Reference Number AF531420

Mnikog axolovOiag 7461bp

Iepreknikétnra GC 39%

% kmowomoinons DNA | 93%

Tomoloyia KUKAIKO durAng éakag DNA
AprOudg yovidimv 7

ApOpoC TPOTEIVOV 7

Opyavoon yovidimv:

1nt 7,461 nt

Eidog: HPV96

Human papillomavirus type 96, complete genome

Reference Number AY382779

Mrjkog akorovBiog 7438bp

Ieprektikétnra GC 40%

% kmowomoinons DNA | 97%

Tomoloyia ypoppkd povig Emxkog DNA
Ap1Opdg yovidimv 7

ApOpdg TPOTEIVAOV 7
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Opyavoon yovdimv:

1 nt 7438 nt

Human papillomavirus type 150, complete genome, isolate SIBX1

Reference Number FN677755
Mnkog axorovBiag 7436bp

Tavtion vovkieoTdimv pe tov HPVI6: 5922/7503 (79%)
Tavtion yovidiov L1: 1248/1539 (82%)

TI'évog: Gammapillomavirus
Eidog: HPV4

Human papillomavirus type 4 complete genome

Reference Number X70827

Mnjkog axolovBiag 7353bp

IMeprextikétyra GC 38%

% kmowkomoinons DNA | 92%

Tomoloyia KUKAKO durAng éducog DNA
ApOpdg yovidimv 7

Ap1Opog TPOTEIVOV 7

Opyavoon yovidimv:

1nt 7,353 nt

Human papillomavirus type 65 complete genome

Reference Number X70829
Mnjkog axorovBiag 7308bp
Tavtion vovkigoTdimv pe tov HPVA4: 6146/7376 (84%)
TavTion yovidiov L1: 1302/1549 (85%)

Human papillomavirus type 95 E6 gene, E7 gene, E1 gene, E2 gene, E4 gene, L2
gene and L1 gene

Reference Number AJ620210

Mhjkog axorovBiog 7337bp
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TadTiom vovkieoTdimv pe tov HPV4: 5809/7425 (79%)

Tabtion yovidiov L1: 1221/1539 (80%)

Eidog: HPV48

Human papillomavirus type 48, complete genome

Reference Number U31789

Mnjkog axorovBiag 7100bp

Meprektikotnra GC 36%

% kmowomoinons DNA | 93%

Tomoloyia ypoppko povig édkag DNA
AprOudg yovidimv 7

ApOpog TPOTEIVOV 7

Opyavoon yovdimv:

1nt 7,100 nt

| _E6 2 B2

Eidog: HPV50

Human papillomavirus type 50, complete genome

Reference Number U31790

Mnjkog axorovBiag 7184bp

Meprextikétyra GC 36%

% kmowomoinons DNA | 92%

Tomoloyia ypoppkd povig Emxkoag DNA
ApOpdg yovidimv 7

ApOpdg TPpOTEIVAOV 7

Opyavoon yovidimv:

1nt 7,184 nt
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Eidog: HPV60

Human papillomavirus type 60, complete genome

Reference Number U31792
Mnjkog axorovBiag 7313bp
Meprextikétyra GC 36%
% kmowomoinons DNA | 92%

Tomoloyia

ypoppkd povig Emkog DNA

ApOpog yovidiomv

7

ApOpdég TPOTEIVAOV 7
Opyavoon yovdimv:
1nt
| E7 4 [
| E6 4

Eidoc: HPV88

Human papillomavirus type 88, complete genome

Reference Number EF467176
Mnikog akolovOiag 7326bp
Ieprextikéotnra GC 40%
% kwowomoinong DNA | 92%
Tomoloyia ypoppkd povig Emxkog DNA
AprOudg yovidimv 7
ApOpoc TPOTEIVOV 7
Opydavoon yovidimv:
1nt
E»
EED
B 4

Eidog: HPV101

Human papillomavirus type 101, complete genome

Reference Number DQ080081
Mnjkog axolovBiag 7259bp
IMeprextikétnra GC 43%




% kmowkomoinons DNA | 89%
Tomoloyia povig éMkag DNA
Ap1Opog yovisiov 6
Ap1Opog TPOTEIVOV 6
Opyavoon yovidimv:

1nt

4 |
Human papillomavirus type 103, complete genome
Reference Number DQ080078
Mnjkog axorovBiag 7263bp
TavTtion vovkieoTidimv pe Tov HPV101: 5044/7502 (68%)
Tadtion yovidiov L1: 1010/1458 (70%)
Human papillomavirus type 108, complete genome
Reference Number FM212639
Mnjkog axorovOiag 7149bp
Tadtion vovkieoTidimv pe rov HPV101: 4636/8024 (58%)
TavTtion yovidiov L1: 1042/1470 (71%)
Eidog: HPV109
Human papillomavirus type 109, complete genome
Reference Number EU541441
Mnjkog axorovBiag 7346bp
Meprextikétyra GC 38%
% kmowonoinons DNA | 92%
Tomoloyia ypoappko povig édkag DNA
ApOpog yovidiov 7
ApOpdég TPpOTEIVAOV 7
Opyavoon yovidimv:

1nt

S
| —{—
|_E6 2 B2 g




Human papillomavirus type 123, complete genome

Reference Number GQ845445
Mnjkog axorovBiag 7329bp

TavTtion vovkieoTidimv pe Tov HPV109: 5388/7583 (72%)
TavTtion yovidiov L1: 1085/1443 (76%)

Eidog: HPV112

Human papillomavirus type 112, complete genome

Reference Number EU541442

Mnikog axolovBiag 72270bp

IMeprextikétyra GC 37%

% kmowkomoinons DNA | 93%

Tomoloyia ypoappko povig édkag DNA
AprOpog yovidiomv 7

ApOpnoég TPOTEIVAOV 7

Opyavoon yovidimv:

1nt 7,227 nt

ED D
Human papillomavirus type 119, complete genome
Reference Number GQ845441
Mnkog axorovBiag 7251bp
TavTtion vovkieoTidimv pe tov HPV112: 5257/7586 (70%)
Tavtion yovidiov L1: 1226/1588 (78%)

Eidog: HPV116

Human papillomavirus type 116 strain HPV116, complete sequence

Reference Number FJ804072

Mjkog akorovBiog 7184bp

Heprextikétyra GC 38%

% kmowomoinens DNA | 93%

Tomoloyia KUKAKO durdng élkag DNA
ApOpdg yovidimv 7

ApOpo6g TPOTEIVAOV 7
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Opyavoon yovdimv:

1nt 7,184 nt
4 [E==2
Eidog: HPV121
Human papillomavirus type 121, complete genome
Reference Number GQ845443
Mnjkog axorovBiag 7342bp
Heprextikétyra GC 37%
% kmdowomoinons DNA | 92%
Tomoloyia KukAKO durdng élkag DNA
ApOpog yovioiomv 7
ApOpdg TPOTEIVAOV 7
Opyavoon yovidimv:
1nt 7,342 nt
B
e EE e
Eidog: HPV127 (unclassified Gammapapillomavirus)
Gammapapillomavirus HPV127, complete genome
Reference Number HMO011570
Mnjkog axorovBiag 7181bp
IMeprextikétyra GC 36%
% kmdowomoinens DNA | 93%
Tomoloyia KuKAKO durdng éElkag DNA
ApOpog yovioiomv 7
ApOpo6g TPOTEIVAOV 7
Opyavoon yovidimv:
1nt 7,181 nf
=3
- =
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TI'évog: Mupapapillomavirus
Eidoc: HPV1

Human papillomavirus type 1

Reference Number V01116

Mjkog akorovBiog 7815 bp

Meprextikétyra GC 40%

% kooworoinong DNA | 86%

Tomoloyia KUKAKO durdng élkag DNA

ApOnog yovidiomv 7

ApOpog TPOTEIVAOV 7

Merahhaén: Reference Number:
Human papillomavirus type 1a (3-3) uo6714

Human papillomavirus type 1a, hind-iii restriction b & ¢ J02208

Opyavoon yovidimv:

1 nt 7815t
Er
ED
» L2

Eidoc: HPV63

Human papillomavirus type 63

Reference Number X70828

Mjkog akorlovBiog 7348bp

Meprextikétyra GC 40%

% kooworoinong DNA | 91%

Tomoloyia KUkAKO durAng élkag DNA
ApOpog yovidiomv 7

ApOpdég TPpOTEIVAOV 7

Opyavoon yovidimv:

1nt 7,348 nt
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I'évog: Nupapapillomavirus
Eidoc: HPV41

Human papillomavirus type 41

Reference Number X56147

Mrjkog akorovBiog 7614bp

Meprextikétyra GC 46%

% kmowomoinons DNA | 90%

Tomoloyia KuKAKO durdng éElkag DNA
ApOpog yovidiomv 11

ApOpoC TPOTEIVOV 11

Opyavoon yovidimv:

1nt 7,087 nt

= ORF E2 ORF L2
= > D ORF L1
ORF E6 ORF E1 = =

I'évog: Unclassified Papapillomaviruses

Human papillomavirus type 64 L1 protein gene, My09/My11 region, partial cds

Reference Number U12495
Mnkog axorovBiag 458bp
I'évog Unclassifield

(Mn katayopnuévol TOmToL)

Human papillomavirus type 128
Human papillomavirus type 129
Human papillomavirus type 130
Human papillomavirus type 131
Human papillomavirus type 132
Human papillomavirus type 133
Human papillomavirus type 134
Human papillomavirus type 149
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KED®AAAIO 3: YYMIIEPAYMATA —YYZHTHXH

2y mapovoo. epyasio KHpto (NToOUEVO NTOV 1) GLYKEVTPMOT o€ pia
Bdon oedopévev TV UEA®V TNG €LPUTEPNG OwKoYEVEWS Tov Human
Papillomavirus (HPV), tov 100 ov gvbivetat yia tnv TpoKANGT KOpKivoy Tov
TPOYNAOL TNG WATPOS OTIC YUVOIKEG. ApPYIK(, £YIVE GUVOTTIKN TEPLYPOAPY| TNG
dopng Tov 100 OAAG Kol TNG AETOLPYIONG TOV TPOTEIVOV OV GLVAVIMVTOL
Kodowonomuévee  ota yovidolew tov DNA tov. Xt ovvéyeln, d0Onke 1
ta&wvounon tov Papillomaviridae, otnv onoia aviket o HPV, avd yévog, €idog
Kot TOTO.

210 0e0TEPO OKEAOG NG epyaciag, mapatédnke 1 Pdon dedopuévav e
Hopen mvaKkwv, OTov divoviarl to Pacikd otoryeio kdbe tOHmov. O aplBuog
avapopds, Tov amoTeELEL TOV KOPLO GUVIEGO TOL TOTTOV UE TIG KATOYMPNGELS
avtoh oTig ddpopec Paoelg OedOUEVOV TOV O10OTKTVOV, KATOL! EVOEIKTIKA
otoryeia, 6mwg to punkog tov DNA kot o Babudg opodrdg tov pe to €1d0g
010 omoio avnkel kot ot Pacwotepes petodhdéelc. Ewdwm Popvmra d60nke
otoug tomovg HPV16 xou HPVIE, ot omoiot xoidmtouv 10 70% TtV
TEPWTOCE®V KOPKivov. [ tovg dvo TOTOVG cuykevIpOONKE TO peyahbtePO
T0G00TO TV PETOAAGEE®V (TApovg DNA 1 tunpoatik®dv) kot tov aplipov
AVOPOPAG TOVG, OTMG ATEG VITAPYOVY KoTo®PNUEVES otr Bdor tov National
Center for Biotechnology Information (http://www.ncbi.nlm.nih.gov) [4].

Yy owdikacio avalntmong tov petaAddéenv ypnoipomomdnke to
dwadiktvaxd mpoypoupa BLAST (Basic Local Alignment Search Tool) tng
totoceridag Tov NCBI [4], péow ovykpiong eite oAdkAnpov tov DNA egite
TUNUOTIKG, avd yovidlo. EmmAgov, pe yprion tov BLAST, péow kabolkng kot
EMUEPOVS GVYKPIONG TOL OdoKoy yovidiov L1, culAiéxOnkav to mocootd
tavtiong DNA kot yovidiov L1, avtictotya, mov Kotaympndnkav ot Pdon
OEOOUEVMV.

H epyacio avt amoterel éva otabepd mAaiclo-onpeio avogopas yio
v mepautépm Epevva oxetikd pe tov HPV. Néec petairdéelg tov 100 mov
avayvopilovtar gite in vivo gite in vitro umopodv vo mpootebovv otnv

onuovpynbeica Pdaon, kabiotoOvtag TV ovd TAcH OoTIyH £yKvpn Kot
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EVNUEPOUEVT aPETNPiO. TOV EPELVAOV HE OVTIKEIHEVO TOV KOPKIivVO TOL
TPOYNAOL NG UNTPOGS, TOL £YOVV G OTOXO TNV ovaKAAvymn peBdOwV
Oepanciog g acbévelnc. Inuepa, n Tpdodog otnv Kotevbuvvon g Bepameiog
Bpioketon og mepapatikd otddlo, mopdtt 1 TPOANYN TS £XEL AVIIUETOTICTEL
OTOTELECUATIKA, E01KA OTIG AVATTUYUEVESG YDPES, LECH TOKTIKAOV EAEYY MV KoL
Koplog péow TV 000 gumopikd Obéciumv  guPoiiov  kaTd TV
HPV16/HPV18 [7, 8].

EmnpocHeta, oe 6,T1 agopd tov paydoiot ovOTTUGGOUEVO TOUEN TNG
BlomAnpoopIkng, T0 LAKO TOV GLAAEYONKE UTOPEl VO ATOTELEGEL TOV KOPUO
Yo TN OMpovpyio oG 16T0GEMONG GTO JAOTKTLO LE OMOKAEIGTIKY] OVOPOPA
otov HPV, 6mov Ba vmdpyet m ovvatdtmra Katoydpnons TOALUTAAGIOV
apOpod  dedouévmv, ypnong ePYorEiwv  PlOTANPOQOPIKNG, EVNUEPOONG
OYETIKA UE TIC VITAPYOLGES EEEMEELG GTOV TOUEN TNG POPUAKEVTIKNG K. L.

[Mopdtt Ta Tehevtaio ypovia Exovv dnNpoctevtel PAcelg dedouévmv pe
EOIKN ovoeopd o€ Oldpopec HOPPEC Kapkivov, Om®G KopKivog Tmv
TVELUOV®V, KOPKIVOG TOL TPOCTATY), KOPKIVOG TNG CTOUOTIKNG KOIAOTNTOS Kot
Kapkivog tov otnhovg, LExpL mpodcpata gite dev glye emyelpnOel Katt avaroyo
o€ OYEOM LE TOV KOPKIvo TOL TpoynAov g utpog gite 0,11 giye emyelpnOel
dev mepiéyel avaveopéva otoyeio. Tov Oktofpro tov 2010, evtovrorg,
dnuootevtnke o véa Paon dedouévov (Cervical Cancer gene DataBase,
CCDB, http://crdd.osdd.net/raghava/ccdb/) pe 181k avagopd ota yovidia Tov
avOpomivoo DNA mov ocvuviehobv vrd mpobmobécelc kol dedoUEVIG NG
napovciog tov HPV otov opyavicpd oty dnpovpyia, oArd kot oty e£EMEN
Kopkivov g pntpog [9]. ToumAnpopotikd, €mopEVmSg, e TNV Topodoa
gpyoacia, onuetmOnKe pa TPoomadeld GLYKEVIPMONG KOl TAPOLGINoNG TWV
avoykaiov kol tKovov cuvinkov (mapovoic HPV otov opyavioud kot
GUVEICQOPA TV YOVISI®V TOL OPYAVIGHOV) Yo TNV EUPAVIOT] Kot avAmTLuén
™mg v AOY® acBévelog.

210V €VPVTEPO TOUEN TOV PACEMV dEOOUEVOV GYETIKA e TN Proroyia
k6B ypdvo dnuocieveTal TANOOPA VEOV EPYOCIOV OAAGL KOl OVOVEOUEVOV
ekdooewv oe malotepeg epyocies. To 2010 eiyope 96 dnupocievoels véwmv
SLOSIKTVOK®OV BACEDV OEOOUEVMV, TOV KOADTTOUV £va €0PV PACLA OEO0UEVOV
poprokng Proroylag ko 83 mov agopovcav molModtepec PACEC TOL

avavednkav. ZuyKevtpoTikd, vrdpyovv Katoyopnuéves 1330 tétoleg Paoelg
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(http://oxfordjournals.org/nar/database/a/ [10]) [11], mov katnyoplomolovvTaL

avdAoya e T eOON TOV OE00UEVOV TOVG GE KAt Yopies:

International Nucleotide Sequence Database Collaboration
Coding and non-coding DNA

Gene structure, introns and exons, splice sites
Transcriptional regulator sites and transcription factors
RNA sequence databases

Protein sequence databases

Structure databases

Genomics databases

Metabolic and Signaling Pathways

Human and other Vertebrate Genomes

Human Genes and Diseases

Microarray Data and other Gene Expression Databases
Proteomics Recourses

Other Molecular Biology Databases

Organelle Databases

Plant Databases

Immunological Databases

Ewdwdtepa, 0nwc mpoavapépinke, Evag apliudg Tov 10n vIapyovcmv

Baocewv dedopévav apopd oe cuykekpuéveg acbévetec. 'Etol, mo npdceata

onpoctevTnKay gite avave®Onkayv PACELS e E101KT] 0VOQOPA:

oty vooo twv otepoviciov aptypicov (Coronary Artery Disease
gene database, CADgene — http://www.bioguo.org/CADgene) [12]
oto dwafntn tomov I (http:/itldbase.org/) [13]

orov kapkivo yevikotepo. (Catalog of Somatic Mutations in Cancer,
COSMIC - http://lwww.sanger.ac.uk/cosmic [14], UCSC Cancer
Genomics Browser — http://genome-cancer.cse.ucsc.edu [15, 16,
17])

otov Kopkivo, g10ikotepa, tov mpootary (Prostate Gene Database,
PGDB — www.urogene.org/pgdb/) [18], tewv nveoudvwv (Human

Lung Cancer Database, HlungDB -
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http://megabionet.org/bio/hlung/) [19], ¢ orouotikic koilotytag
(Oral Cancer Gene Database, OrCGDB, www.tumor-
gene.org/Oral/oral.html) [20] ko rov orpBovg (Breast Cancer Gene
Database — www.tumor-gene.org/Breast/index.html) [21].

Aleg aoBéveleg yua Tig omoieg £govv onpovpyndel kot cuvenpodvton
Baoeic dedopévav eivor to AIDS (HIV), (www.hiv.lanl.gov/content/index,
http://ncbi.nim.nih.gov/RefSeq/HIVInteractions/,  http://hivdb.stanford.edu/)
[22,23,24], n Hrotitida I (http://www.hcv.lanl.gov/,
http://www.euhcvdb.ibcp.frleuHCVdb/) [25] o n  vocog Aitlyoiuep
(http://www.alzgene.org) [26].

INuepo, o topéag Tov Ploroyikmv Pdoewv dedouévav Pploketal oe
ovveyn avamtuén. H napaywyn octdco véov Plcemv, LELOVOUEV®VY TOL gV
EMKOWVMVOUV UE GAAES, AVTL VAL CUVEICQEPEL GTO YTIGIUO EVOG YDPOL YVAOOTG,
ovyvé odnyel otn Aertovpyion amopovouévov onueiov péca 6to X4og Twv
StokopmoUEVOV Prodoyikmv dedouévav. TIpog v katevbouvon tng enilvong
avtoh Tov TpoPAnuaTog yiveton ol mpoomdbeld o’ TOLG EWOWKOVS VA
OPIOTOVV GLYKEKPLUEVO KOl 1EOVAC ATOSEKTA YOPUKTNPIGTIKA TOL Bal TpEmeL
VoL KOAOTTTEL 0 KOPROG oG véag Paong dedopévmv (BioDBcore, core attributes
of biological databases [27]). Ta yapaknplotikd ovtd VEAPYKOLY
Katayeypappava, dtodiktvokd: http://biocurator.org/biodbcore.shtml [28]. To
TAEOV TPOCPOTO TAPASELY IO TETOLOV AAANAOGLVIEOUEVOV PACE®V OOTEAEL 1]
International Nucleotide Sequence Database Collaboration (INSDC -
www.insdc.org/ [29]), mov anoteleitar and tpelg empépovg Paoetg, Tnv DNA
Data Bank of Japan (DDBJ [30]), tqnv European Nucleotide Archive (ENA)
tov EMBL-EBI (European Bioinformatics Institute [31]) kot tqv GenBank
tov NCBI (National Center of Biotechnology Information [32]) [9].

Ev xotak)eidl, n Pdon dedopévov e 101K avopopd GTov KopKivo
TOV TPOYNAOL TNG WATPOG OMOTEAEGE O TPOOTAOEL GLYKEVTIPMOONS TMV
Spdpwv petaAraéemv tov 100 HPV, 1 mapovoio tov omoiov 6to opyavicuod
duvatar va mpokoAécel Kapkivo. EAmiCovpe mwg n epyoasio Bo Pondnocet
QOUTNTES KOl E0IKOVG GTNV £PEVVO KOL TNV OVTILETMOTIOT TNG VOGOV KOl HEGO
amd TV ovveyn avavémon g Ba dwutnpnbel coav g onuovtikny mTyn

TANPOPOPLOV GTO YDPO TOL KAPKIVOL TOL TPUYNAOL TNG UWTPIS.
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